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Makc. Cpok,
Kog M3P®
Kop ycnyru (n.804n) HaumeHoBaHue TecTa / ycnyru BnaHk PesynbTaT [ckuaka no | KaneHa. LleHa, py6.
' K3 AOHU

YCNYrv B3ATUA BUOMATEPUAIIA U OOMN. YCIIYTU

B3sTue 6uomatepuana

0.1.C1.0 A11.12.009 B3siTve kposu 200

0.1.C2.0 A11.28.006.001 B3sATne maska 13 yporeHnTanbHoro Tpakta 300

0.1.C4.0 A11.01.016.002 Basatne Maska npouee (13 3eBa, Hoca, yxa, rnasa, 200
paHeBO NOBEPXHOCTU U T.4.)

0.1.C6.0 A11.19.011.001 B3sTne maska Ha 3HTepobro3s 150

0.1.C7.0 A11.12.009.002 Ycnyra no obecneyeHuio B3saTusi GuomaTtepuana (KpoBb)

0.1.C8.0 A11.01.019 Ycnyra no obecnevyeHnto B3sTus bruomatepunana (Masok) 5%

0.1.C9.0 A11.28.005 Ycnyra no obecneyeHunto B3sTusi GuomaTtepuana 280
(cyToyHas mouva)
B3sTne maska Ha PHK kopoHaBupyca SARS-CoV-2

0.1.C24 (COVID-19) 200
Ob6ecneyeHune B3aTUs 6nomartepunana Ha PHK

0.1.C28 A11.08.010 kopoHaBupyca SARS-CoV-2, rpunna, OPBU 200

0.1.C29 A11.09.010.001 CamocTosTenbHoe B3siTe Guomatepuana
Ob6ecneyeHune B3sTUs 2 6uomatepuanos Ha PHK

0.1.C30 A11.08.010 kopoHaBupyca SARS-CoV-2 (COVID-19), rpunna, OPBU 395
ObecneyeHve B3sTuA 3 buomatepuanos Ha PHK

0.1.C31 A11.08.010 KopoHaBupyca SARS-CoV-2 (COVID-19), rpunna, OPBY 590
Ob6ecneyeHune B3sTUs 4 Guomatepunanos Ha PHK

0.1.c32 A11.08.010 kopoHasupyca SARS-CoV-2 (COVID-19), rpunna, OPBU 790

0.1.C33 A11.08.010 ObecneyeHve B3sTMA 5 buomatepuanos Ha PHK 085

kopoHaBupyca SARS-CoV-2 (COVID-19), rpunna, OPBU
O6ecneyeHune B3sTUs 6 Guomatepunanos Ha PHK

0.1.C34 A11.08.010 kopoHaBupyca SARS-CoV-2 (COVID-19), rpunna, OPBU 1175
ObecneyeHuve B3sTuSA 7 buomatepuanos Ha PHK

0.1.C35 A11.08.010 kopoHasupyca SARS-CoV-2 (COVID-19), rpunna, OPBY 1370
O6ecneyeHune B3sTUs 8 Guomatepuanos Ha PHK

0.1.C36 A11.08.010 kopoHasupyca SARS-CoV-2 (COVID-19), rpunna, OPBU 1570
ObecneyeHuve B3sTMA 9 buomaTtepuanos Ha PHK

0.1.C37 A11.08.010 kopoHasupyca SARS-CoV-2 (COVID-19), rpunina, OPBY 1755
O6ecneyeHune B3sTUs 10 Guomatepuanos Ha PHK

0.1.C38 A11.08.010 kopoHasupyca SARS-CoV-2 (COVID-19), rpunna, OPBU 1950

0.1.C41 A11.09.010 ga%cpn)eqewe B35TMSA BuomaTtepuana (AplxaTernbHbli TecT 1770

0.1.C42 A11.12.009 B3satne 6uomartepuana B npobupky "MleHomen" 300

0.1.C43 A11.08.010.002 B3siTve GykkanbHoro cockoba 150

0.1.C45 A11.09.010.006 Obecneyenne B3aTHA Guomatepuana (abixaTenbHbl TECT 5% 1345
JlaktoTtecT)
Bble3a npoueaypHoi 6puragbl K nauneHTy

0.2.C1.0 B3satne 6uomatepuana ambynaTopHo Ha AOMY 300
(nnaHoBoe, ropof)

0.2.C3.0 B3sTne 6uomartepuana ambynaTtopHo Ha AoMy 600
(nnaHoBoe, obnactb go 40 km)

0.2.C4.0 B3satne 6uomatepuana ambynaTopHo Ha AOMY 1000
(nnaHoBoe, o6nactb oT 40 fo 70 km)
Bblgaya KapTtbl

0.5.C2.0 Bbigaya Kaptbl 3gopoBbs

0.5.C13.0 Bblgaya kopnopatveHou KapTbl 340poBbs
Ycnyru Mpoyee

0.6.C1.0 CMC-uHdopM1poBaH1e 0 rOTOBHOCTY pe3ynbTarta

0.99.C2 MogroToBka GromaTepuana k uccnegosanuto (FeHomen) 5%

0.99.C13 A12.05.010 HLA- TunMpoBaHue ans pernctpa A4OHOPOB KOCTHOrO
mo3ra

0.99.C14 Onnata ceptudgukaTom Lincpponat

0.99.C18 Onnata ceptugukatom Mdtepu

0.99.C19 Onnata ceptudukatom Aurndt

0.99.C20 Onnata cepTugukaTom 340poBbe.py

0.99.C22 MNepenaya pesynbtaToB B ETNIC3
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0.99.C23

Ortkas o1 nepegaym pesynbtatoB B ETNC3

0.99.C24 Onnata ceptugukatom T-3gopoBbe
0.99.C25 Onnata ceptudmkatom MNpofokTopoB
0.99.C29 Mepenaya pesynbTtaTtoB B npunoxexHue Mila

FemaTonoruyeckue uccrnepnoBaHus (BeHO3HasA KPOBb)

FTEMATOJIOTMYECKUE NCCINEQOBAHUA

TONM-100(T), TOM-100(K),

1.0.A1.202 A12.05.001 COQ (BeHO3Has KpoBb) %2-138(/\), 55,56, 1,57, |KOI. 1 200
KnuHuueckuii aHanuns kposu 6e3 nemnkouuTapHoi TOM-100(T), TOM-100(A),

1.0.D1.202 B03.016.002.003 |\ ki (BeHOSHAS! KDOBE) 57, TOM100, 1. ToN-100(¢ | KO- 1 240
* V] i i 1, 57, TOMN-100(T), 56, TOM-

1.0.D2.202 B03.016.002.004 K””H”qe?'(”” aHanms KpoBm C NievikoLmMTapHon 100(K), TOM-100, TOM- | KO, 1 445
dopmynoi (SDIFF) (BeHo3Has KpoBb) 100(A), 55

. *C MUKpOCKOMNMEN Maska KpoBM Npy Hann4nm
naTonornyecknx CABUroB

1.0.06 B03.016.002.005 KJ‘II:IHVILIeCKVIVI aHanus kposu (5 DIFF) c noacyeTom 157 von. 1 605
nemnkoumTapHoun dpopmynel Bpadom KJI1[ (BeHo3Has KpoBb)

1.0.D3.202 A12.05.123 PeTukynountsl (BEHO3Hasi KPOBb) 1,57, 56 Kon. 1 265
FemaTonorvyeckue uccnegoBaHus (kanunnspHas KpoBb)

12D1 B03.016.002.006 KnuHuueckuii aHanuns kposu 6e3 nenkouuTapHoi , von. 1 225
opmynbl (kanunnsipHas KPoBb)
KnuHuuecknin aHanma KpoBu € neikoumMTapHON hOpMYIow |ton-100(a), 57, TOM-100,

1.2.D2 B03.016.002.007 (5DIFF) (KanunnsipHas kposb) TOM-100() T0M-106(Ty 1 |KOI. 1 605
KnuHuueckuin aHanus kposwu (5 DIFF) ¢ nogcueTom

1.2.D4 B03.016.002.008 nemnkoumTapHou copmynel Bpadom KIM (kannnnsipHas 1 Kon. 1 655
KPOBb)

1.2.D3 A12.05.123.002 PeTrkynoumnTbl (kanunnspHas KpoBb) 1 Kof. 325

1.2.D5

A12.05.001.003

CODJ (kanunnsipHas KpoBb)

KOArynonorn4eCKME UCCIEQOBAHUA

TOTT-TOU, T, TOTTTUOT T,

TOM-100(A), 57, TOM-

Kon.

285

1
KOArynonorn4yeCKUE UCCNEQOBAHUA

TOM-100(T), 55, TOM-

O6meH GenkoB

3.0.D1.203 A12.30.014.003 MpoTtpom6uH (Bpems, no Keuky, MHO) %).%K:b?sé' TOM-100(A), KO 1 275

3.0.A5.203 A12.06.030.005 BonyaHO4HbIV aHTUKOArynsHT 55,56, 1, 57 Kon 1 925

3.0.A29.203 A09.05.220 AHTUreH gpaktopa BunnebpaHga 21, 55, 56, 1 Kof. 2 1255

3.0.A8.203 A09.05.126 MpoTenH S cBo6oAHbI 56, 1,55 n/kon. 1 2395
55, TOM-100(A), TOM-100,

3.0.A3.203 A12.05.039 AYTB ;g;ﬂ-mou(), TOM-100(T), [KOA. 1 200
1, 55, 56, TOM-100(K), TOM-

3.0.A1.203 A09.05.050 PrubpuHoreH 133}3 57, TOMM-100, TOM- | KON, 1 275

3.0.A2.203 A12.05.028 TpombrHOBOE Bpemst 57, 55, 56, 1 Kof. 1 285

3.0.A4.203 A09.05.047 AHTUTPOMGWMH I 57, 55, 56, 1 n/kon. 1 425
TOM-100(A), 55, TOM-100,

3.0.A6.203 A09.05.051.001 O-anmvep ?nghW’ TON-100(K), TOM- [ KON 1 1200

3.0.A7.203 A09.05.125 MpotenH C 55, 56, 1 n/kon. 2 2165

3.0.A22.203 A09.05.048 na3muHoreH 56, 1, 55 Kor. 2 825

BUOXUMWUYECKUE UCCIIEOOBAHUA

TOM-100(T), 57, 1, TON-

4.2.A4.201 A09.05.017 MoueBuHa 100, 56, TOM-100(A), 55, | KO, 1 190
TOM-100(K)
4.2.D1.201 A09.05.014.003 BenkoBble dpakuum (BKkNtoYaeT onpegeneHne obLero 167 von. 1 225
6enka n anbbymuHa)
CkopocTb kny6oukoBoi cunbtpauum (CKD-EPI -
4.2.D2 B03.025.001.001 B3pocnble/copmyna LBapua - getu; Bknovaet 1,57 Kon. 1 235
onpegenexHne kpeaTuHHa)
55, TOM-100, TOM-100(K),
4.2.A5.201 A09.05.018 MoueBas knucnota fgbZA)ng'wom'Ton Kon. 1 190
57, 56,155, 1, TOM-100(A),
4.2.A3.201 A09.05.020 KpeaTuHuH :%I'(I%OO(K), TOM-100, TOM-| KON, 1 190
4.2.A2.201 A09.05.010 O6uwmit Genok 1,55, oM 100(8). Ton- | kon. 1 190
TOM-100(A), TOM-100(T),
4.2.A1.201 A09.05.011 AnbBymMunH :052-100, TOM-100(K), 57, |KOM. 1 240
1. TON-100(A), TOM-100,
4.5.A10.201 A09.05.214 [omouucTenH TOI‘I-100(K)(, T)OI'I-100(T), 57| Kon. 1 1 505
1.1.D1 A12.05.012.002.001 | 2 EKTPOGOPES remornobua Ans AuarHocTukm 1 Kon. 10 4475
remorniobuHonaTui
MUrMeHTHbLIN O6MeH
Bunupy6uH HenpsiMoii (BkrtovaeT onpeaenieHne obLwero |1, Tom-100(T), Tom-100(k),
4.6.01.201 A09.05.022 1 MDANON GAnVipyBuHa) T rorso ronas [kon. 1 385
55, 56, TOM-100, TOM-
4.6.A1.201 A09.05.021 Bunupy6uH obLmi wTrgmog(?A; TOM-100(K), |KOM. 1 210
4.6.A2.201 A09.05.022.001 | Bunpy6uH npsimori oo e s Tomoaee T kom. 1 210
YrneBoaHbI 0OMeH
55, 57, TOM-100(A), TOM-
4.4.A1.205 A09.05.023 [nioko3a 100, TOM-100(T), 1, 56, 14, | KOJ. 1 180
TOM-100(K)
1, 55, 56, TOM-100(K), TOM-
4.4.D1.202 A09.05.083 T NIMKUPOBaHHbIN remornobuH Alc Tooiay oM. s7.ToM- n/kon. 1 545
4.4.A2.201 A09.05.102 PpyKTO3aMUH 55,1 Kon. 550
4.4.A3.201 A09.05.207 MonoyHas knucnota (nakrar) 57,1,55 Kon. 705
NunuaHbIi o6MeH
WHpekc aucnunugemun AnoB/AnoA1 (Bknovaet
4.1.4.D1 A09.05.027.002 onpeaeneHve AnonunonpotenHa B n AnonvnonpotenHa |1 Kon. 1 1090
A1)
4.5.A1.201 A09.05.025 Tpurnuuepmab 100(T), TOM-100(4, TOM- | KO, 1 220
4.5.A2.201 A09.05.026 XonecTepuH oLt jOO(A»V?bH\wa(VK)\. 57,55, | KO, 1 220
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XonecTepuH nunonpoTenaos Beicokon nnotHoctu (JTMBIM,

TOM-100(K), 57, TOM-

4.5.A3.201 A09.05.004 100(A), 1, TOM-100(T), TOM- KON, 1 265
HDL) 100
45D3 B03.016.005.003 KoadbcpuumeHT aTeporeHHOCTU (BKIOYaET onpeaeneHve 5.1 von. 1 440
obLero xonectepuHa u JIMBI)
4.5.D4 B03.016.005.004 XonecTtepuH He-JTMNBIT (non-HDL, Bkntovaet ; von. 1 440
onpegeneHve obero xonectepuHa un JIMBIT)
i 57, TON-100(T), 1, TOMN-
4.5 A4.201 A09.05.028 )L(SJ:(;CTepMH nMNonpoTenaoB HU3KoM nnoTHocTu (JIMNHI, 183(“’ Tom 100 Ton- | kon. 1 220
4.5.02.201 A09.05.028.001 XornecTtepuyH NUNONpPOTENOB O4EHb HU3KOW NIOTHOCTU s7.1 ‘on. 1 625
(JIMOHM), (BkntoyaeT onpepeneHne TpUrnMUepaoB)
4.5.A7.201 A09.05.251 AnonunonpoTtenH B 1 Kon. 1 450
4.5.A12.201 A09.05.129 YKenuHble KMCNoTbl B KPOBU 1 Kor. 5 6 450
4.5.A6.201 A09.05.250 AnonunonpoTeunH A1 1 Kon. 1 590
4.5.A8.201 A09.05.027.001 JlunonpoTewuH (a) 57,1 Kor. 1 925
PepMeHTbI
57, TOM-100(K), TOMM-100,
4.1.A1.201 A09.05.042 AnaHvHamuHoTpaHcdepasa (ANT) I&ngogg)v 5,1, TOM- KOS 1 210
56, TOh-100(A), TOon-
4.1.A2.201 A09.05.041 AcnapTaTtamuHoTpaHcdepasa (ACT) WT%OI_(IK%&TT)OH-100, 55,57, |KOI. 1 210
56, TOM-100(T), 1, TOM-
4.1.A5.201 A09.05.044 Famma-rnyTamunTpaHcdepasa (T) ;rgih%(iiv)foﬂ-100(><)v Kon. 1 210
4.1.A6.201 A09.05.039 Nakrataeruaporenasa (J14I) 57,1 Kon. 1 210
4.1.A7.201 A09.05.039.001 NakratgerngporeHasa (J140) 1, 2 dpakuum 1 Kon. 5 345
4.1.A14.201 A09.05.180 Amunasa naHkpeaTmyeckas 57,1 Kon. 1 295
4.1.A10.201 A09.05.173 Jnnaza 1,57 Kon. 1 335
4.1.A8.201 A09.05.174 XonuHacTepasa 1 ] ] Kon. 1 265
4.1.A9.201 A09.05.045.001  |Anbcha-amunasa 100(T), TON-100, 1, ToM- | Kor. 1 265
4.1.A4.201 A09.05.175 Kucnasa docdarasa 1 Kon. 1 395
4.1.A11.201 A09.05.043 KpeaTuhkinHasa (KOK) ooy oo o [kon. 1 255
4.1.A12.201 A09.05.177 KpeatuHknHasa-MB 1 Kon. 1 425
1, 56, TOM-100(K), 57, 55,
4.1.A3.201 A09.05.046 LLlenoyHas cdocdaTasa :&moo, TOM-100(T), TOM- KOS, 1 210
Cneundmyeckne 6enku
4.1.6.A1 A09.19.013.001 KanbnpotekTtuH (S100 A8/A9) B kpoBU 1 Kof. 9 6 345
4.3.A12.201 A09.05.193.002 TpONoHWH | ynbTpavyBCTBUTENbHbIN 1 Kon. 1 755
C-peakTuBHbI 6eMNoK ynbTpayyBCTBUTENbHbIV
4.5.A9.201 A09.05.009.002 (kapanopuckn) 57,1 Kon. 1 500
4.3.A11.202 A09.05.256.001 Hatpuitypetnyeckuii nentug B (BNP) 1 Kon. 1 3370
4.3.A22 A09.05.256 N-KOHLIEBOVI (hparMeHT HaTpUypeTUHeckoro nponenTuaa |, ‘on. 1 3540
B-tuna (NT-proBNP)
4.3.A3.201 A09.05.079 [anTorno6uH 1 Kon. 1 675
4.3.A15.201 A09.05.241 Anbda-2-makpornobynvH 1 Kof. 3 510
4.3.A5.201 A09.05.073 Anbda-1-aHTUTPUNCKH B KPOBM 1 Kon. 1 1415
4.3.A6.201 A09.05.109 Kucnbii anbga-1-rnukonpotenH (opo3omykona) 1 Kof. 5 765
4.3.A7.201 A09.05.077 LiepynonnasmuH 1 Kon. 1 725
4.3.A19.201 A09.05.296.001 Onpepgenenne xpsweBoro onvromepHoro 6enka (COMP) |1 ] ] Kon. 10 3785
4.3.A9.201 A12.06.019 PeBMaTonaHbIit dpaktop (PP) 100(T), TON-100(K). TOM- | KOr. 1 415
4.3.A10.201 A12.06.015 AHTUCTpenTonManH-O (ACNO) oo Tomase & " | kon. 1 415
4.3.A17.201 A09.05.230 Lincratnn C 1 KOI. 6 4825
4.3.A1.201 A09.05.006 Muorno6uH 1 Kon. 1 805
4.3.A21 A09.05.209 [MpokanbLUUTOHUH L __|kon. 1 4285
4.3.A2.201 A09.05.009 C-peaKTuBHbI Genok 100, TOM100(K), 57, TO- |kor. 1 365
OneKTPonuTbl, MUKPO3NEeMeHTbI, rasbl KPOBU
4.7.A8.201 A09.05.273 Menb ] ] Kon. 1 305
4.7.D1.201 A09.05.030.001 Hatpuit, kanui, xnop (Na/K/Cl) 100(A), 1, TOMH Ko 1 325
50.0.H357 A09.05.032.003 KanbLmii, CKOPPEKTMPOBAaHHBIN MO anbbyMuHy 1 ] ] Kon. 1 415
4.7.A4.204 A09.05.206 KanbLyi MOHU3MPOBaHHbIiA 100(A), TOM-100(T), TOM- | KOF. 1 435
57, TOM-100(T), 56, TOM-
4.7.A3.201 A09.05.032 Kanbumin obwui lgg:g ;gﬂ-wo, 1,TOM- | KOM. 1 220
TOH-160(T), 56, 1, 57, TOMN-
4.7.A5.201 A09.05.127 Marnui 138(85 TOM-100(A), TOM- KON, 1 275
4.7.A6.201 A09.05.033 Poccop HeopraHU4eckuii 55, 1, 56, 57 Kon. 1 230
4.7.A7.201 A09.05.274 Lnkk o aenoo o [kon, 1 325
[OunarHocTuka aHeMun
4.8.D3.201 A12.05.019.001 KoadbdpuumeHT HacbiweHns TpaHcdeppuHa xenesom 57,56, 1 Kon. 1 665
(BkmtoyaeT onpegenexue xenesa n JXKCC)
4.8.A2.201 A12.05.011.001 TaTeHTHas xenesocss3biBaloLLas CNocobHOCTb ; ‘on. 1 205
cbiBopoTkM (JXKCC)
O6Lyas xenesocsA3biBatoLLlas CnocobHOCTb CbIBOPOTKM [ TOM-100, TOM-100(A). 1,
4.8.01.201 A12.05.011.002 (OXCC) (BknioyaeT onpegeneHrue xenesa, JMIKCC) T ss O Kon. 1 415
4.8.A8 A09.05.008.001 PacTtBopumbli peuentop TpaHcdeppuHa (sTRF) L |kon. 10 2 560
4.8.A1.201 A09.05.007 Keneso 100(K), TOM-100(4), TON- | KOFT. 1 220
4.8.A3.201 A09.05.008 TpaHcdeppuH 100(K), Tor-100(), Ton- | kor. 1 525
7.7.A3.201 A09.05.082 OpuTponoaTnH 1 Kon. 1 1955
4.8.A7 A09.05.007.002 encnaunn-25 1 Kon. 11 8 635
1, 56, TOMN-100(T), TOM-
4.8.A4.201 A09.05.076 PeppUTUH 1T OO(JI'(IK1)b goﬂ-ﬂoo(A), 57 Kon. 1 545
WccnenoBaHue yHKUMM LUWUTOBUAHON Kenesbl
56, TOM-100(T), 55, TOM-
7.1.A1.201 A09.05.065 TupeoTponHsbIi ropMoH (TTT) ;ngl_(lAgbaA, TOM-100(K), 57, | KOM. 1 415
TOM-100(T), TOM-100(K),
7.1.A2.201 A09.05.063 TupokcuH cBo6oaHbIN (T4 cBOGOAHBIN) 55,56, 1A, 57, TOM-100, | KOS, 1 435

TOM-100(A)
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55, TOM-100(A), TOM-

7.1.A3.201 A09.05.061 TpunoaTMpoHuH ceoboaHbIN (T3 cBo6OAHbIN) ;gO(TT()),I_Iﬂ%ge, TOM-100(K), | KOI. 1 435
7.1.A4.201 A09.05.064 TupokcuH obwmnin (T4 obwwmin) 1A, 55 Kon. 1 450
7.1.A5.201 A09.05.060 TpUNOATUPOHWH o6LmiA (T3 obLmin) 1A, 55 Kor. 1 450
7.1.A20 B03.058.001.007 TpuoaTUPOHWH peBepcuBHbI (rT3) BOXKX-MC 55, 1A Kon. 7 12 830
TpunoaTpoHuH (T3) obumn, peBepcuBHbIN (rT3), MHAEKC
711.A1 B03.058.001.008 T3/rT3, BOKX-MC 55, 1A KO”. 10 13 470
55, TOM-100(K), 56, TOM-
7.1.A6.201 A12.06.017 AHTUTENa K TMpeornobynuHy (AHTK-TT) 183}:)027400(” 1A, TOM- | KOS, 1 525
i _ |Ton-100(A), TOM-100(T),
7.1.A7.201 A12.06.045 AHTUTENa K MUKpOCOManbHON Tupeonepokcnaase (AHTH Tomton aer e eon. 1 525
TMnO) TOM-100, 55
9.0 A13.201 A12.06.046 S_?_Trlgena K peLenTopam TMPEOTPONHOro ropmoHa (AT 56.7,57, 1A, 55 (O, 3 1655
7.1.A10.201 A09.05.007 I;I::;?(I;C)MH cBA3bIBatoLLAs CNOCOBHOCTL CbiBOPOTKY (T- 55,56, 1A von. 5 805
7.1.A8.201 A09.05.117 TupeornobynuH 55, 1A, 57, 56 Kon. 1 725
MonoBble TOPMOHbI
1A, 56, TOIM-100(K), 55,
7.2.A3.201 A09.05.087 MponakTuH TOM-100, TOM-100(T), 57, | KOA. 1 415
TOM-100(A)
56, TOM-100(K), TOMM-
7.2.A5.201 A09.05.153 MporectepoH ;rgil_(lf?bg75;0ﬂ-100ﬁ)v 1A, [KOn. 1 415
55, TOI'I-I100(A), TOon-
7.2.A4.201 A09.05.154 Ocrtpaavon (E2) 183%; ;2 ;;)”'100’ Tor- |Kon. 1 415
55, 57, 1A, TOT-100(A),
7.2.A1.201 A09.05.132 DdonnmkynocTUmynupyrowmii ropmoH (PCrI) 1T&I‘(I%OgéTOH-100(K>,TOI'I- Kon. 1 415
TOI'I-1bO, 55, TOM-100(A),
7.2.A2.201 A09.05.131 TMoTenHusmpytowmii ropmon (J1) f;gljl%ggr)l-wO(K), 57, |Kkon. 1 415
72.D1.201 A09.05.210.001 MakponponakTuH (BkroYaeT onpeaeneHne nponaktuHa n 55,56, 1A 57 ‘on. 2 1315
6K1ONOrNYECcKN aKTUBHOIO NPONaKTHA)
TOM-100, TOM-100(A), 56,
7.2.A6.201 A09.05.139 'vapokcunporectepoH (17-OH-nporectepoH) WTgnT?OHO-(;O)O(Kx 55,57, |KOM. 565
7.2.A14.201 A09.05.147 AHOpPOCTEHANON TMIOKYPOHUA 1A, 55, 56 KOn. 1 405
57, TOM-100(T), 1A, 55, 56,
7.2.A8.201 A09.05.149 HernapoannanapoctepoH cynbdat (Ar3A-cynbdar) I&F‘Igoo, TOM-100(A), TOM- KOS, 1 415
TecTocTepoH cBo60AHbIN (BKITIOYAET onpeaeneHve TOM-100(T), 55, TOM-
50.0.H57.201 A09.05.078.001.002 |TecTocTepoHa obwero n csobogHoro, FCMNI (SHBG), 100(K), 1A, TO-100, 56, | KOJT. 1 1060
pacyeT nHaekca cBo60AHbIX aHAPOreHoB) TOM-1008), 57
7.2.A11.201 A09.05.160 gJ'IHOBGéJ;VIH, CBA3bIBaOLLMIA NonoBble ropmoHbl (FCIT, 56,57, 55, 1A von. 1 465
TOM-100, TOM-100(T), 1A,
7.2.A13.201 A09.05.225 AHTUMIonnepos ropmoH (AMI, AMH, MiS) g?r;-;ogém, TOM-100(A), | KOM. 1 1435
7.2.A21 A09.05.154.001 g;;ﬁ;ﬁ;‘g B KPOBM (3CTPaAVOn, 3CTPOH 1 aCTpyon), 1A, 55, 56 Kon. 5 3255
7.2.A29 A09.05.078.003 TecTocTepoH 06K B kpoBu, BOXKX-MC 55, 1A, 56 KOn. 5 2 520
55, 1A, 56, TOM-100, TOM-
7.2.A9.201 A09.05.078 TecTocTepoH obLuii 1T fgll_(IK;b E?TT-WOO(A), 57 Kon. 1 415
7.2.A12.201 A09.05.203 WHrnbuH B 1A, 56, 55 Kon. 8 1655
7.2.A7.201 A09.05.146 AHOpPOCTEHANOH 55, 57, 1A, 56 Kon. 1 1675
7.4.A4.201 A09.05.150 [OurngpotectocTepoH 57, 1A, 56, 55 Kon. 4 1600
TopMoHbI runogmsa n runodmsapHo-agpeHanoBon CUCTEMbI
7.4.A1.209 A09.05.067 AOpEeHOKOPTMKOTPONHbIN ropMoH (AKTT) 55, 1A, 57 Kon. 1 805
7.7.A2.209 A09.05.066 ComatoTponHsblii ropmoH (CTI, FopMoH pocTa) 55, 1A Kon. 1 605
CBob60oaHble MeTaHedPUHBI U HOpMeTaHePUHbI B KPOBM,
7.7.D02 A09.05.143.003 BIXX-MC 1A, 55 Kon. 5 3695
KaTexonamuHbl KpoBuW (agpeHanuH, HopaapeHarnvH,
7.4.D5.202 A09.05.133.003 [ochamk) 1 CepoToHMH, BAXX-MC 1A, 55 Kon. 5 3020
KaTexonamuHbl KpoBuW (agpeHanuH, HopagpeHarnvH,
[oaMmH), CepOTOHUH U UX MeTabonuTbl
7.4.D6.407 A09.28.034.001.002 |(BaHUNUNMUHAAMBHAS KUCMOTA, FOMOBaHUIIMHOBAs 1A, 55 KOfn. 5 5015
Kucnota, 5-rmapoKCUMHAONYKCYCHas KUCroTa) B CYTOYHOMN
Moue, MX/IBOXKX-MC
7.7.A10 A09.05.124 CepoToHuH, BOXXX-MC 1A, 55 Kon. 5 2745
5.0.D8.403 A09.28.034.001.001 O6wue meTaHedpUHbI U HopMeTaHedPUHbI B CYTOYHOM 1A 55 ‘on. 5 2945
moue, BOXX-MC
T'oOpMOHbI HaANO4Ye4YHUKOB
TOM-100(T), TOM-100(A),
7.4.A2.201 A09.05.135 Koptuson 57, TOM-100, 1A, TOM- ‘KOJ‘I. 1 415
100(K), 55, 56
WccnepoBaHuve yHKUMM NOMXKENYyAO0YHOM Xenesbl U Xenyaka
57, TOM-100(K), TOM-
7.6.A1.201 A09.05.056 WHcynuH 100(A), 1A, TOM-100(T), | KOS, 1 585
TOM-100. 55. 14
23.10.D1 B03.004.001.001 [actpollaHens (MacTpuH-17 6a3oBbin, MencuHoreH |, - von. 8 8 615
MencuHoreH I, AHTUTENa K XenukobakTepy, IgG)
7.7.D1.201 A09.16.003.001 CooTHoLLEHWE KOHLIeHTpaLuuii nerncuHoreHa | n n ‘on. 1 2975
nencuHorena Il
[acTpollaHensb co ctumynsiunen (FactpuH-17 6a3oBbin,
4.1.9.5.D1 B03.004.001.005 [acTpuH-17 cTMMynupoBaHHbIiA, MencuHoreH |, 47 Kon. 8 11 870
MencuHoreH I, AHTUTENa K XenukobakTepy, IgG)
7.7.A1.201 A09.05.057 [acTpuH 1A Kon. 1 795
7.6.A3.201 A09.05.056.003 MponHcynuH 55, 1A Kon. 8 1275
7.6.A2.201 A09.05.205 C-nentug 14, 1A, 57, 55 Kon. 1 540
FOpMOHbI pEHMH-anbA0CTEPOHOBOW CUCTEMbI
AnbaoCTepOH-PEHNHOBOE COOTHOLLIEHUE (BKIoYaeT:
7.8.D2 A09.05.069.001 anbAoCTEPOH, NpsIMOe ONpeAeneHne peHnHa, 1A, 55 Kon. 2 1725
COOTHOLLIEHWE)
7.8.A2.209 A09.05.121 PeHuH 55, 1A, 57 Kon. 2 1040
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7.8.A1.209 [A09.05.069 [ Anboocrepon 55, 1A, 57 KOJI. 2 875
Mpoune ropmMoHbI KPOBMU
7.7.A4.201 A09.05.204 WHcynuHonopobHbIn dhaktop pocta, NP | 1. 55,57 von. 1 1265
(ComatomeguH C)
7.7.A9 A09.05.085 MmctamuH, BOXXX-MC 1A, 55 Kon. 6 3 265
CrepovaHbivi npodunb kposu (17-OMr, 21-
[,e30KCUKOPTM301, aHapocTeHANOH, OM3A,
50.0.H126.201 B03.016.005.002 [,€30KCUKOPTUKOCTEPOH, KOPTU30M, KOPTU3OH, 56, 1A, 55 Kon. 5 10 220
KOPTUKOCTEPOH, MPOrecTEPOH, TECTOCTEPOH, 11-
nesokcukoptuaon, 17-OH-nperHeHonoH), BOXXX-MC
7.7.A5.201 A09.05.159 JlenTuH 55,1, 57, 56 Kor. 8 1145
MNpeHaTanbHas AMarHoCTUKa
4.1.10.D1 B03.001.002.003 Mapkepe! pucka npeaknamncum: sFit-1, PIGF, 1A Kon. 4 7930
cooTHowueHue sFit-1/PIGF (ogHonnogHasi 6epeMeHHOCTb)
Mapkepsbl pucka npesknamncum: sFit-1, PIGF,
4.1.10.D2 B03.001.002.002 cooTHolueHwue sFIt-1/PIGF (MHoronnopHas 1A Kon. 4 7930
6epeMeHHOCTb)
7.3.A2.201 A09.05.157 ScTpron cBo6oaHbIN 1A, 56(1) Kon. 1 530
7 3.A1.201 A09.05.161 2;:coummposaHHbu71 ¢ 6epemeHHoCTbIO NpoTenH A (PAPP- s6(1), 1A Kon. 1 725
7.3.A7.201 A09.05000.001 | O0Mm¥t beTa-XTH (auarkocTuka Gepementoctu, S50 Tor 1008 55,57, |Kon. 1 435
OHKOMapkep) TOM-100(T)
7 3.A4.201 A09.05.090 CeobopgHasi cybbeamnHuua 6eta-XMy (npeHatanbHbIN 1a, 58(1) von. 1 625
CKPWHWHT)
7.3.A8.201 A12.05.110.001 TpodobnacTtnyeckuin 6eta-1-rnukonpotenH (TBIN) 56(1), 1A Kof. 4 480
7.3.A9.201 B03.001.002.001 MnaueHTapHblii dakTop pocTa (PLGF) 1A, 56(1) Kon. 1 2 850
7.3.A6.201 A09.05.249 [navueHTapHbI NakToreH 1A, 56(1) KOn. 4 865
Mapkepbl ocTeonoposa
TOM-100(T), TOM-100(K),
7.5.A1.209 A09.05.058 MapaTropmoH TOM-100, 57, 1A, 56, 55, |KOI. 1 735
TOM-100(A)
7.5.A2.209 A09.05.119 KanbLUnTOHWUH 1A, 56, 57, 55 Kon. 1 1040
7.5.A3.209 A09.05.224 OcTeokanbUuH 57, 56, 55, 1A KOn. 1 765
7.5.A4.201 A09.05.297 I(;;?)Huesble TenonenTtuabl konnarexa | Tuna (Beta-Cross 57,55, 1A, 56 ‘on. 5 1090
7 5.A5.201 A09.05.296 Mapkep CbOle:IpOBaHVIﬂ kocTHoro maTpukca P1NP (N- A 55 von. 5 1915
TepMVHanbHbI NponenTua npokonnareHa 1 tvna)
OHKOMapKepbl
8.0.A4.201 A09.05.202 AnTuren CA 125 100, TO-100(7), 1.56. | KOFT. 1 695
8.0.A19.201 A09.05.227 XpomorpanuH A CgA 1 Kon. 8 5345
8.0.A1.201 A09.30.002.001 Anbda-cdetonporenH (API) 1A, 56(1), 56, 57 Kof. 2 440
8.0.A3.201 A09.05.201 AHTureH CA 19-9 1,56, 57 Kon. 1 715
8.0.A9.201 A09.05.200 AHTuren CA 72-4 56,57, 1 Kon. 1 1070
8.0.A16.201 A09.05.232 AHTuren CA 242 1 Kon. 2 990
8.0.A7.201 A09.05.231 AnTurex CA 15-3 56, 1, 57 Kon. 1 715
8.0.A8.201 A09.05.245 BeTta-2-MukpornobynuH 1 Kon. 1 960
8.0.A13.201 A09.05.219 Benok S-100 1 KOJ. 3 2815
8.0.A2.201 A09.05.195 PakoB0-aM6puoHanbHbIi aHtureH (POA) 57,56, 1 Kon. 1 695
8.0.A17.201 A09.05.300 Onyxonesbin mapkep HE 4 1,57, 56 Kon. 1 1355
MporHocTuyeckasi BEpOSiITHOCTb (3HaveHne ROMA,
8.0.D6 A09.05.202.002 npemeHonaysa) (BkntovaeT onpeaeneHve aHturena CA  [1.56,57 Kon. 1 2050
125 v onyxonesoro mapkepa HE 4)
MporHocTnyeckasi BeposiTHOCTb (3HaveHne ROMA,
8.0.D4 A09.05.202.001 noctMeHonaysa) (BkntoyaeT onpegeneHue aHtureHa CA - |57, 1,56 Kon. 1 2050
125 n onyxonesoro mapkepa HE 4)
8.0.A23.201 B03.027.007.009 | MCA (MYU/HOMOAOGHSI PAKO-aCCOUMMPOBAKHHbI 56,1 kon. 15 1685
aHTUreH)
8.0.A21.201 A09.05.130 MpocTatocneundunyeckmin aHtureH (MCA) obmia T9Aﬂv100(vl:) s7. 7o |kon. 1 535
8.0.D7 A09.05.130.004 MpoueHT cBo6ogHoro MCA (o6wwmin NCA, cBoboaHbIi 571 ‘on. 1 1010
MCA v cooTHoOLLEHME)
8.0.D2.201 A09.05.130.005 VHgekc 3gopoBbst npoctathl (PHI) 1 Kon. 5% 5 5690
8.0.A10.201 A09.05.298 AHTUreH NNIOCKOKNETOYHOW KapumHombl (SCCA) 56,1 Kon. 1 2675
8.0.A12.201 A09.05.247 PparmeHT untokepatunHa 19 (Cyfra 21-1) 1 Kon. 4 1315
8.0.A11.201 A09.05.246 HenpoH-cneunduyeckas eHonasa (NSE) 1 Kon. 3 1695
PRISCA
MpeHaTanbHbIN CKPUHUHT | TpMecTpa 6epeMeHHOCTH
PRISCA (10-13 Hepenb; 3akntoyeHve Bpaya Ki[ no
7.3.D1.201 B03.032.002.002 nccnegoBaTenbCKOMY OTYETY): aCCOLMUPOBAHHBIV C 6 Kon. 1 1365
6epemeHHocTblo NpoTenH A (PAPP-A), cBoboaHas
cybbeanHuua beta-Xrd
MpeHaTtanbHbIN CKpUHUHT |l TpumecTpa 6epemeHHOCTM
7.3.02.201 B03.032.002.001 | RISCA (15-19 Henens; sakniouenne spaya KIi no Kon. 1 2050
nccnenoBaTenbCKoMy OTHETY): anbda-peTonpoTenH
(A®PIT), 0bwmn beta-XM, actpmon cBO6OAHbBI
ASTRAIA
MpeHaTanbHbI CKPUHUHT | TpUMecTpa 6epemMeHHOCTU
26.3.D1 B03.032.002003  |/"STRAIA (8 Hepens - 13 nenens 6 pn.): 1) kon. 2 3715
AccouumpoBaHHbIii ¢ 6epemeHHocTbo npoTenH A (PAPP-
A), CBobofHasi cybbenmHuua 6eta-XMy
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MpeHaTanbHbIN CKPUHUHT | TpMecTpa 6epeMeHHOCTH
ASTRAIA (8 Hepenb - 13 Hegenb 6 AH.) ¢ pac4eTom

26.3.D3 A27.20.001.004 (1) Kon. 2 3915
puvCKa 3aAepXK1 pocTa nNnoaa, pyucka npexaeBpeMeHHbIX
pOAoB ¥ NMpeaknamncum
MpeHaTanbHbIA CKPUHUHT | TpUMecTpa 6epemMeHHOCTH
26.3.D4 A27.20001.008  |"STRAIA (8 Henens - 13 Henenb 6 AH.) ¢ pacyeTom ) Kon. 2 10 280
puvcKa 3aAepXK1 pocTa nnoaa, pyucka npexaeBpeMeHHbIX
poaos v npeaknamncum (c yuétom PLGF)
Broxmmuueckunii ckpuHUHT | TpumecTpa GepemeHHoCTU
ans nporpammbl ASTRAIA (6e3 pacyeTta puckos
26.3.D2 B03.032.002.004 naTtonoruv nnoaa) (8 Hegenb - 13 Hegenb 6 AH.): 6(1) Kon. 1 2 580
AccounmpoBaHHbI ¢ 6epemeHHocTbI0 NpoTenH A (PAPP-
A), CeobogHas cybbeanHuua beta-Xrd
Mpoyne GMoxmmuyeckue uccnegoBaHms
50.0.H162 B03.016.004.005 Broxummyeckoe nccneposatne Ans H3LW-dunbpoTect von. 3 16 085
(BkntoyaeT rpaduyeckmin darin)
50.0.H161 B03.016.004.006 Buoxummeckoe VICCJ'Ie,EEOBaHuVIe Ans ®ubpoTect 1 Kon. 3 14 400
(BKtoyaeT rpadunyeckmin dann)
50.0.H159 B03.016.004.007 Broxmumunueckoe nccneposakne Ans CteatoCkpuvH , von. 3 10 035
(BkntoyaeT rpacuyeckuin daiin)
WccneaoBaHus pa3oBov NOpPLMM MOYU
8.0.A14.401 A09.28.054.001 Cneumd}mqecxmﬂ aHTUreH paka mo4vesoro ny3sbips (UBC) B , von. 12 2030
pa3oBoi NOpLUM MOYM
5.0.A1.401 A09.28.027.001 Anbda-amunasa (auacrtasa) B pa3oBov Nopumum Moum 1 Kof. 1 265
5.0.A7.401 A09.28.011.001 [noko3a B pa3oBOi NOPLIMK MOYU 1 Kon. 1 175
5.0.D1.401 A09.28.003.001.001 AnbByMUH-KpeaTVHUHOBOE COOTHOLLIEHWE B Pa30BOW oA, 55,1 von. 1 305
nopLmMmn Moun (MMKpoanb6yMuHypus)
5.0.A14.401 A09.28.003.004 BeTta-2-MukpornobynuH B pasoBovi NOpLMKM MOYU 1 Kon. 2 1000
5.0.A15.401 A09.28.064 [e3okcunupuanHonvH (DPD) B pa3oBoi nopuum mMoyu 56, 55, 8A, 1 Kof. 4 2130
5.0.D5.401 B03.053.001.003  |1/TOC-TeCT (Ouerika creneny kamreobpasosarms, 16(1), 167, 1, 16 n/kon. 7 2355
'nioko3a, benok, pH)
5.0.D11.401 B03.053.001.002 JITOC KOMINNIEKCHbITA (BKIIO|AR OLEHKY CTeneHM 16Y, 16, 16(1), 1 n/kon. 10 2850
KaMHeobpa3oBaHus)
OpraHuyeckue KACNOTbI - BbisiBNEeHNe yHKLMOHAmNbHbIX
5.1.A35 ?03'016'018'001'00 MeTabonmMyeckmx U3MeHeHWn y B3pOCnbIX U AeTen 1 Kon. 7 12 790
cTapwe 3 neT B pa3oBoii nopumu moun, MNX-MC
OpraHunyeckne KNCnoTbl - CKPUHUHT HacneaCTBEHHbIX
5.1.A37 B03.016.018.002 6GonesHen obMeHa y HOBOPOXAEHHbIX U AeTen Ao 3 NeT B |1 Kon. 7 11 350
pasoBoin nopuum moum, MNX-MC
AMUHOKMCIOTbI, 9KCMEPTHOE KONMNYECTBEHHOE
5.1.A36 B03.016.025.002 ncecnefosaHne B paaosoﬁ nopumun mMoyun, BOXKX-MC ! Kon. 6 8915
5.1.D3 B03.025.001.002 KanbLmii-kpeaTMHMHOBOE COOTHOLLEHNE B Pa30BOWA 155 von. 1 225
nopLmmn Moymn
WccneaoBaHus CyTOMHON MOPLMXA MOYM
5.0.D12.402 A09.28.011.002 [NoKo3a CyTOYHOW MOYM 1,55 Kon. 1 185
5.0.D13.402 A09.28.003.002.001 [OB6LLMi GENOK CYyTOYHOW MOYM 55,1 Kon. 1 185
5.0.D14.402 A09.28.003.001.004 |Mwukpoanb6yMyH CyTOYHOM MOYM 1,55, 56 Kon. 1 385
5.0.D1.402 A09.28.006 KpeaTuHWH CyTO4HON MO4mn 1,55 Kon. 1 205
5.0.D15.402 A09.28.009.001 MouyeBuHa CyTO4HOM MOYM 55,1 Kon. 1 205
5.0.D16.402 A09.28.010 MoueBas kncnora CyTOHHOW MOYK 1,55 Kon. 1 225
5.0.D17.403 A09.28.012.001 Kanbumi obLwumii CyTOYHOM MoYn 55, 1 Kon. 1 225
5.0.A20.403 A09.28.018.002 Okcanatbl CyTOYHOW MO4u 1 Kon. 8 1425
5.0.D18.403 A09.28.026 Poccop HeopraHU4eCKUi CYyTOYHON MOYMn 1,55 Kon. 1 245
5.2.A1 B03.053.001.004 JluToreHHble cybcTaHLmm Moym, 8 aHanMToB - OLieHKa ; Kon. 10 3570
pvicka kKaMHeobpa3oBaHuWsi (CyToYHas Mo4a)
5.0.D2.403 A09.28.014.001 HaTtpwuii, kanui, xnop cytodHon mouu (Na/K/Cl) 55,1 Kon. 1 315
5.0.D1.406 A12.28.002.001 Mpoba PebGepra 55, 1 KOI. 1 285
5.0.D19.403 A09.28.060.002 MarHui cyTo4Hon mMoumn 1 Kon. 1 245
WccnenoBaHus asikynsaTta
6.1.4.A1 A08.21.009.001 J1eMKOCKpPUWH, KONMYECTBO NEVKOLMTOB B 35KynsATe 16 Kon. 1 765
6.3.D16.117 A09.21.008.001 Broxumunueckoe nccnepaoBaHue asikynsta (umrpar, 161, 16y, 16 ‘on. 4 2 640
hpyKTO3a, LINHK)
Buoxumuueckune nccnenoBaHvs kana
WccneposaHue kana Ha reMornoouH n
4.2.5.D1 A09.19.001.004 reMorfiobuH/ranTornoG1HOBbLIN KOMMIIEKC 16, 16Y, 16(1) Kau. 1 1350
(MMMYHOXMMUYECKNIA TECT Ha CKPbITYIO KPOBb)
8.0.A18.101 A09.19.014 OnyxoneBas nupyBaTtkMHasa Tu M2 (B kane) 1 Kon. 8 2355
8.0.D3.101 A09.19.001.001.001 |MccnegoBaHue kana Ha TpaHcdeppyH M reMornobmH 16(1), 8A, 16Y, 1, 16 Kau. 1 625
6.2.A16 A26.05.016.004 Jo3nHodunbHbIN HeripoTokerH (EDN) B kane 16(1), 16, 16Y Kon. 1 4 620
6.2.A17 B03.019.012.001 Anbda-1-aHTUTPUNCKH B Kane 16Y, 16, 16(1) Kon. 10 2915
6.2.A20 A26.05.016.007 AKTMBHOCTb XMMOTpUNCUHA B Kane 16(1), 16Y, 16 Kon. 1 2725
6.2.D7.101 B03.016.010.001 Broxumunueckoe ncenefosake meTabonmyeckoit 2 ‘on. 9 1735
aKTMBHOCTM KnLLeYHou Mukpodpnopsl, X
6.2.A5.101 A09.19.001 ViccnepoBaHuWe kana Ha CKpbITYH KPOBb 57,16, 16Y, 16(1) Kau. 1 295
WccneposaHue kana Ha reMornoouH n
6.2.A24 A09.19.001.003 remornobuH/ranTornobuHoBbI komnnekc, ColonView 16(1), 16Y Kauy. 1 1500
(MIMMYHOXMMUWYECKMIA TECT HA CKPbITYO KPOBb)
6.2.A6.101 A09.19.012 CopepkaHve yrneBogos B kane (B T.4. lakTo3a) 16, 16(1), 16Y, 57 Kon. 1 695
6.2.A7.101 A09.19.010 [MaHkpeaTnyeckas anactasa 1 B kane 16(1), 57, 16, 16Y Kon. 5 2755
6.2.A13.101 A09.19.013 KanbnpoTekTuH (B Kane) 16, 16(1), 16Y, 57 Kon. 5 2810
6.2.A15 A26.05.016.003 30HYNWH dekanbHbIN 16, 16Y, 16(1) Kon. 11 8 790
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6.2.A18 |A26.05.016.002 |>Ker|~4H|=|e KUCMOThbI B Kane 16, 16Y, 16(1) Kon. 11 4040
WccnenoBaHUsi MO4EBOTrO KOHKPEMEHTa
5.0.D10.401 A09 28.018.001 OnpeperneHne XMMUYECKoro coctaBa MOYEBOro 161, 16,1, 16v von. 8 6 395
KoHkpemeHTa (MK-cnektpomeTpust)
TopMOHbI MO4U
7.4.A3.403 A09.28.035 KopTun3on cyTo4Hom Mo4m 1A, 55 KOf. 1 745
7.4.A9 A09.28.048.001 OnuanapocTepoH B cyTouHon move, M'X-MC 55, 56, 1A Kon. 6 2100
OcTtporeHbl 1 nx metabonutel (10 nokasartenew) B
1A, 56, 55
7.2.A19 A09.28.023.001 CyTOuHO Mode, PX/BOMKX-MC Kon. 5 14 555
17-keTOCTEepouabl (AHAPOCTEPOH, aHAPOCTEHANOH, AM3A,
3TUOXONaHOSOH, 3ANNaHOPOCTEPOH, TECTOCTEPOH,
7.4.09 '1303'016'022'001'00 3MUTECTOCTEPOH, MPErHaHTPWOM, COOTHOLLEHWE 55, 1A, 56 Kor. 5 5915
aHAPOCTEPOH/3TUOXONAHOMOH, COOTHOLLEHWE
TECTOCTEPOH/ANMTECTOCTEPOH) B CYyTOYHOW Moye, X-MC
5.0.09.403 A09.28.034.003 | CBODOOAHbIE METAHEMPYHbI 1 HODMETAHEMPYHLI B 1 Kor. 5 3060
CyTOYHOW Moye, BOXKX-MC
7.4.D01.403 A09.28.034.004 KaTeXOﬂ?MMH"' (aApeHanuH, HopanpeHanuH, AoamyH) B 55, 1A Kon. 5 2570
CyTo4HOM Moye, BOXKX-MC
KatexonamuHbl (agpeHanuH, HopagpeHanuH, AodaMuH)
7.4.D2.403 A09 28.034.007 1 MX MeTabonuThl (BAaHUNUMMUHAANbHAs KUCMOTA, 55,1 ‘on. 5 8220
roMOBaHUMMHOBAs KUCNOTA, 5-MMAPOKCUUHAOMYKCYCHast
KMCroTa) B CyTOYHOWM Moye, X/BIXX-MC
MeTabonuTbl KaTexonamvHOB (BaHUMUIMUHAAIbHAS
7.4.D3.403 A09.28.034.005 KMCTIOTa, FOMOBAHVIMHOBAH KNCNOTA, 5- o 1A, 55 Kon. 5 2885
rMAPOKCUUHAONYKCYCHasi KUCMOTa) B CyTOYHOM Moue, X-
MC
50.0.H125.401 A09.28.023.002 MeTabonuTbl 3CTPOreHOB U UX COOTHOLLEHWE B Pa30BOW 1A, 55,56 ‘on. 5 12 065
nopummn moym, BOXXX-MC
FopMOHbI G1MoNOrMYecKuX KuakocTen
7.9.A1 A09.07.007.002 KopTuson cBo6oaHbIv B critoHe, BOXKX-MC 1A, 55, 56 Kon. 5 885
[wnarHoctuka ctpecca (cootHoweHue AF3A n kopTtusona), 1A 55,56
7.9.A2 B03.016.023.007 criona (4 nopumi), BOKX-MC . 55, Kon. 5 7 280
7.9.A3 A09.07.010 HerngpoanvanapocTepoH (AM9A) cBo6OAHBIN B CrItOHE, 1A 5655 von 5 2010
" o B3OXX-MC T )
7.9.A4 A09.07.009 TecTocTepoH cBOOOAHbIV B crntoHe, BOXKX-MC 55, 56, 1A KOn. 5 2 510
7.9.A5 A09.07.008.004 MperHeHonoH ceobofHbIN B cntoHe, BOXKX-MC 1A, 56, 55 KOn. 7 4 950
CtepovaHbIin npodunb (8 nokasartenen) B CritoHe
7.9.D1 B03.016.023002  |( CTOCTEPOH, [leruapoonyarapoctepoH, 56, 14,55 kon. 5 7235
AHppocTeHamnoH, Koptunson, KopTusoH, dctpaauon,
MporectepoH, 17-OH-nporectepoH), BOXXX-MC
7.9.A6 A09.05.124.001 MenaToHuH B kpoBu, BOXXKX-MC 55, 1A KOn. 6 4140
7.9.A7 A09.07.007.004 MenaToHuH cBo60AHbIN B critoHe, BOXKX-MC 1A, 55 KOn. 6 4215
7.9.A40 A09.07.009.001 AHOpocTeHanoH cBo6oAHbIN B critoHe, BOXKX-MC 56, 1A, 55 KOn. 10 2 510
7.9.A70 A09.07.011 OcTpaguon ceoboaHbivi B cntoHe, BOXKX-MC 56, 55, 1A Kon. 10 2 510
7.9.A8 A09.07.008.001 MporectepoH cBoboaHbIV B cntoHe, BOXKX-MC 55, 56, 1A Kon. 10 2 510
opmoHbI B critoHe, 14 nokasatenei (TecTocTepoH,
Or3A, AvgpocteHanoH, KopTtuson, KoptusoH, 11-
4.9.A21 B03.016.023.008 ne3okcukopTunaon, KopTukoctepoH, AnbaoCTePOH, 1A Kon. 10 7 960
Ocrtpaauon, ScTpoH, dctpuon, MporectepoH, 17-OH-
nporectepoH, MperHeHonoH) BOXX-MC
Mpoune GMoxmmmnyeckue nccrnegoBaHUsi GUONOrMYeCcKUX XupgKkocTten
6.4 A1.900 A09 07.007.003 Buoxmnyeckoe nccrefosaHme CioHbl (MUKPOGMOLIEHO3 | ‘on. 9 2610
nonoctu pra), N'X
XUMUKO-MUKPOCKOMNMUYECKUE UCCITIEOOBAHUSA
WccnepoBaHusa mouun
6.1.D4 B03.016.006.003 2-x cTakaHHasi npoba Moy 16Y, 16, 16(1) Kau. 1 345
TOM-100(K), 8A, TOM-100,
6.1.D1.401 B03.016.006 OB aHanNn3 Moun 57, TOM-100(T), 16Y, 55,  Kau. 1 275
TOM-100(A), 16, 56, 16(1)
16(1), TOM-100(K), TOM-
6.1.D2.401 B03.016.014 AHanma mouu no HeunnopeHko 100(A), 16, 16Y, TOM- Kon. 1 275
100(T). 56, TON-100, 57, 55
6.1.A1.401 B03.016.015 AHanm3 Mouun no 3MMHULKOMY 16Y, 55, 16(1), 16 Kon. 1 560
6.1.D5 B03.016.006.002 3-x cTakaHHasi npoba Moymn 16Y, 16(1), 16 Kau. 1 345
WccnepoBaHus kana
N 16(1), TOM-100(A), 57, TOM-
6.2.D1.101 B03.016.010 O6Lwmnin aHanu3 kana (Konporpamma) 123‘?&;:}28”400('()' Kau. 1 405
1 Y] TOM-100, TOM-100(K), 57,
6.2.A12.101 A26.19.010.001.001 WccnepoBaHue kana Ha npocTeilune 1 sinua refibMMHTOB i Al iy ol I 2 725
MeTogom oborawleHus (PARASEP) TOM-100(T)
16Y, 57, 16, TOM-100, TOM-
6.2.A4.303 A26.01.017.001 VccnepoBaHue cockoba Ha aHTepobuno3 ;ngl_(lTibgar)l-100(K), 16(1), |Kau. 1 305
TOM-100, 16(1), 16Y, TON-
6.2.D03.101 A26.19.011.002 WccnepoBaHue kana Ha NpoCTeNLMX, Ala renbM1HTOB wTrg)éT:bgzk)T?g—100(A), Kau. 1 325
ABTOMaTU3NpPOBaHHasA Konporpamma MeToAoM LmdpoBow
6.1.2.D1 B03.016.010.003 MWKPOCKOMUK C onpeaeneHneM npocTenLLnx, auL, 16, 16Y, 16(1) Kau. 5% 1 1155
renbMVHTOB
WUccnegoBaHnsi MOKPOTbI
6.5.D2 [A12.09.010.001  [OGimit aHanma MokpoTsl [16. 16v, 1601) [kau. 1 425
WccnenoBaHusi Npounx GMonormyeckmx XuaKkocren
6.3.D08.601 A12.04.001.001 OBLMI aHanNM3 CUHOBWANbHOM XNMOKOCTU 16, 16Y, 16(1) n/kon. 1 905
6.5.D1 A0B.08.002.002 Mwukpockonmyeckoe nccreaoBaHne HasanbHoro cekpeTa 16, 16(1), 16v Kau. 1 895
Ha 303MHOUIbI
6.3.D16.506 A12.21.005.001 | MMKPOCKOMMYECKOE MCCEN0BAHNE CEKpeTa 16, 57, 16(1), 16 Kau, 1 480
npeacraTenbHoON xernesbl
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CucTeMHble peBMaTUyeckue saboneBaHus

6.3.D14.401 A12.21.005.002 MMKpOCKoanecfoe VccrnenoBating cekpera 16(1), 16Y, 16 Kau. 1 385
npeacTaTesibHoi Xenesbl B Moye

6.5.D22 A26.26.001.001 Mukpockonuyeckoe uccnefoBaHue oTAeNsSEMOro 16(1),16v, 16 Kau. 2 895
KOHBIOHKTUBbI Ha 3031HOUIIbI
Mukpockonuyeckue nccnegoBaHus OTAENAEMOro yporeHUTanbHOro TpakTta U 3KCTpareHMTanbHbIX fiokanusaunin
Mwukpockonuyeckoe uccnefoBaHue oTAENSEMOro

50.0.H59 A12.28.015.003 yporeHuTansHoro Tpakta(LepBukanbHbIi kaHan + 16Y, 16(1), 16, 56(1), 57 | KaY. 2 490
Bnaranuwie)
Mwukpockonuyeckoe nccnefoBaHue oTaensemMoro

50.0.H51.510 A26.20.006.006 YpOreHuTanbHoro TpakTa (LiepBuKarnbHbIi 57,16Y, 16(1), 16, 56(1)  |Kau. 2 505
KaHan+snaranvile+ypertpa)

6.3.D31 A12.28.015.004 Mwukpockonuyeckoe uccnegoBaHne OTAeNseMoro BynbBbl |56(1), 16Y, 16(1) Kay. 2 480

6.3.D32 A26.20.006.002 Mwukpockonuyeckoe nccnefoBaHue oTaensemoro 16(1),16v, 16 Kau. 2 490
yporeHuTanbHoro TpakTa (enaranuiie + ypetpa)

6.3.D01.503 A12.28.015 Mwukpockonuyeckoe uccnegoBaHne OTAeNseMoro ypeTpbl |16, 57, 56(1), 16(1), 16Y  |Kau. 2 480

6.3.D15.515 A12.21.004.001 Mwukpockonuyeckoe nccnefoBaHue maska-oTneyartka 16(1), 16, 16v Kau. 2 480
rofIoBKV MOMOBOTO YneHa

6.3.D2.502 A12.20.001.001 Mukpockonuyeckoe uccnefoBaHue oTAENSEMOro s7.16v. 16(),16,56(1) | Kka, 2 480
LiepBUKaNbHOroO KaHana

6.3.D3.501 A12.20.001 Mwukpockonuyeckoe nccnefoBaHue oTaensemMoro so(1) 57,16, 16(1). 16 |Kka, 2 480
Bnaranumwa

6.3.D12514 A12.19.006 Mwukpockonuyeckoe uccnegoBaHue oTAeNseMoro npsiMomn 16, 16(1), 16v Kau. 2 480
KULLIKM
Mukpockonuyeckue uccrnefoBaHusa Ha HanMyMe NaToreHHbIX rPMGOB U NapasuToB

6.3.D5.105 A26.01.033.001 Mwukpockonuyeckoe nccneaoBaHne HorTeBbIX NMACTUHOK 57, 16, 16, 16(1) Kau. 2 970
Ha Hanuyve nNaToreHHbIX rPUboB, CKPUHWHE

6.3.D6.312 A26.01.015.003 Mwukpockonuyeckoe nccnefoBaHne CoOCKOGOB KOXM Ha 16, 16(1), 57, 16Y Kau. 2 970
Hanuyne NaToreHHbIX rpuboB, CKPUHWHT

6.3.D7.106 A26.01.011.001 Mwukpockonuyeckoe nccrnefoBaHe BOOC Ha Hanu4ne 16, 16, 16(1) Kau. 2 970
naToreHHbIX rpuboB, CKPUHUHT

6.3.A6.107 A26.01.018.005 Mukpockonuyeckoe nccnegoBaHue Ha [lemogekc 16, 16(1), 16v Kau. 1 425
(Demodex)

AYTOUMMYHHAA OUATHOCTUKA

9.1.A88 A12.06.010.014 AHTWTENa K Hykneocomam 7 Kon. 9 1510
AHTUHYyKNeapHble aHTuTena, uMmyHoobnot (k RNP/Sm,
Sm, SSA-60, SS-B, Scl-70, PM-Scl, CENP B, Jo-1, ANA-
9.1.A89 A12.06.010.021 PCNA, AMA-M2, SSA-52, dsDNA, Hykneocomam, 7 Kau. 7 10 300
rucrtoHam, pubocomansHomy 6enky P, RNP 70, RNP A,
RNP C), 18 nokasatenen
9.0.A66.201 A12.06.010.015 AHTuTEna k Ro/SS-A 7 Kon. 9 1560
9.0.A67.201 A12.06.010.017 AHTUTENA K Sm-aHTUreHy 7 Kon. 9 1560
9.0.A68.201 A12.06.010.016 AHTuTena k La/SS-B 7 Kon. 9 1560
9.0.A69.201 A12.06.010.018 AHntutena k Scl-70 7 Kon. 9 1560
9.0.A70.201 A12.06.010.019 AHTUTEna K Jo-1 aHTUreHy 7 Kon. 9 1560
9.0.A33.201 A12.06.010.008 f‘:l:g;y'meap”"'“ takTop Ha kneTouHoA Ak HEp-2 |, n/kon. 9 1550
9.0.A34.201 A12.06.061 AHTVTENA K 3KCTparmpyemMomy sgepHoMy aHTUreHy, kad. |7 Kau. 10 1225
9.0.A3.201 A12.06.061.001 AHTUTENA K siAepHbIM aHTUreHam (ANA) 57,7 n/kon. 4 1490
9.0.A1.201 A12.06.010.007 AHTuTena k asycnupansHon AHK (HatuBHOM, a-dsDNA) |7 n/kon. 4 725
9.0.A2.201 A12.06.010.001 AHntuTena k ogHocnupansHon HK (a-ssDNA) 7 Kon. 8 765
AHTUHYyKINeapHble aHTuTena, UMMyHo6not (k NRNP/Sm,
Sm, SS-A (SS-A HaTtuBHbI), SS-B, Scl-70, PM-Scl,
9.0.D4.201 A12.06.010.009 CENP B, Jo-1, ANA-PCNA, AMA-M2, ANA-Ro-52, 57,7 Kau. 7 9340
dsDNA, Hykneocomam, rMcToHam, pubocomansHoMy
6enky P)
AHTWTENa npu nonummnosnte, MMyHoobnot (Mi-2, Ku, Pm-
9.0.D9.201 A12.06.025.001 Scl100, Pm-Scl75, SPR, Ro-52, Jo-1, PL-7, PL-12, EJ, 7 Kay. 9 3985
0J)
AHTWTENA NpU CUCTEMHON CcKnepoaepMun (MMMyHOBMOT):
Scl-70, CENP A, CENP B, RP11, RP155, Fibrillarin,
9.1.05 A12.06.025.004 1NOR90, ThiTo, Pm-Sci100, Pm-Sci75, Ku, PDGFR, Ro- nikon. ° 5450
52 (SSA-A 52 k[la)
9.0.A80.201 A12.06.025 AHTUTEna K ckeneTHblM Mbiwuam (ACM) 7 n/kon. 9 1875
AHTdochonunuaHbin cuiapom (APC)
AHTUTEna K dhocdonunuaam (KapanonunuHy,
9.0.D1.201 A12.06.030.001 docdaTnanncepury, dpochatnamnnHosnTony, 7,56 Kon. 4 1635
docdaTnannoBo KMCNOoTe), CyMMapHble
AHTUTEna knacca IgM k docchonunuaam (KapanonunuHy,
9.0.A6.201 A12.06.030.002 docdaTuanncepuny, pochatnamnmHo3nTony, 7,56 Kon. 4 765
docchaTMannoBoii Kucnote)
AHTuTEena knacca IgG k ocdonmnmuaam (kapanonunuHy,
9.0.A7.201 A12.06.030.003 docdaTnanncepury, dpochatnamnnHosnTony, 7,56 Kon. 4 765
docdaTnannosow Kucnore)
AHTUdOoChoNUNMaHbIE aHTUTENA, UMMYHOGIOT
(kapavonunuH, 6eTa-2-rmMKoNPoOTENH, aHHEKCUH V,
9.2.D4 A12.06.030.004  |MPOTPOMOGMH, dhoccatuanncepu, 7,56 Kau. 10 5440
docaTnamnrnuuepon, dochaTnanunxonuH,
cdocaTnamnataHonamuH, dochatnannnHoO3nTonN,
docd. k-Ta), IgG/M
9.0.A46.201 A12.06.029.005 AHTUTENA K KapAVONWMNUHY (CyMMapHble) 56,7 Kon. 8 1185
9.2.A3 A12.06.029.003 AHTUTENA K Kapguonunuuy, IgA 7,56 Kon. 1 2715
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9.0.A76.201 A12.06.029.002 AHTUTENA K Kapguonunuuy, IgM 7,56 KOn. 8 1290
9.0.A75.201 A12.06.029.001 AHTUTERA K Kapguonunuuy, IgG 7,56 Kon. 8 1290
9.0.A18.201 A12.06.051 AHTUTENA K 6eTa-2-rMMKONPOTENHY 7,56 KOf. 8 1385
9.0.A78.201 A12.06.051.001 AHTuTEna K 6eTa-2-rnukonpoTeunty, IgM 7,56 Kon. 10 1290
9.0.A77.201 A12.06.051.002 AHTUTENA K 6eTa-2-rnmkonpoTeunHy, IgG 7,56 KOf. 10 1290
9.0.A54.201 A12.06.013.001 AHTVTENA K NPOTPOMOBUHY, CyMMapHble 56,7 Kon. 10 1745
9.0.A53.201 A12.06.065.002 AHTUTENA K aHHeKcuHy V knacca IgM 7,56 KOf. 14 2785
9.0.A52.201 A12.06.065.001 AHTUTERa K aHHekcuHy V knacca IgG 7,56 Kon. 14 2785
9.0.A42.201 A12.06.013.002 AHTUTENA K TpOoMGoumTaMm, knacca IgG 56, 7 n/kon. 9 3285
[uarHocTvka apTpuTOB
AHTWTENA K UMKITUYECKOMY LIMTPYNITMHOBOMY MenTw,
9.0.A11.201 A12.06.052 (ACCP, ani-CCP) Y TPy Y A T Ko 1 1590
9.0.A26.201 A12.06.062.001 ':/I”CT\"})Te“a K LMTPYNVHMPOBAHHOMY BUMEHTUHY (aHTV- Kon. 1665
9.0.A19.201 A12.06.063 AHTVKepaTVHOBbIE aHTUTena (AKA) 7 n/kon. 9 2 225
AYTOMMMYHHbIE MOPAXEHUs1 NOYEK, HAANOYEYHUKOB U BaCKymUTbI
9.0.A20.201 A12.06.024.001 AHTUTEna K 6a3anbHon MembpaHe kny6ouka (BMK) 7 KOI. 9 1715
AHTUHENTPOMUNbHBIE LIMTONNAa3MaTuyeckme aHTuTena,
IgG (ANCA), Combi 6 (k npoTenHase 3, naktodeppuHy,
9.0.D3.201 A12.06.037.001 Muerionepokcuaase, anacrase, katencuHy G, 7 n/kon. 11 4 365
6akTepuumaHomy 6enky, nosbilatoLLLeMy NPOHULAEMOCTb
(BPI))
AHTWTENA K UMTONNasMe HeMTPOUMOB (C YKazaHUEM
9.0.A89.201 A12.06.037.002 TMNa CBEYEHUS - ULMTONMa3MaTn4eckuin unm 7 n/kon. 12 2080
nepuHykneapHsi, LAHUA, nAHLIA), 1gG
9.0.A22.201 A12.06.030.008 AHTUTENA K KneTkam cocyamnctoro aHgotenusa (HUVEC) |7 n/kon. 10 1755
9.0.A88.201 A12.06.037.013 AHTUTENa K uMTonnasme Hentpodunos (AHLA), IgA 7 n/kon. 10 1610
0.4 A1 A12.06.030.009 AHTUTENA K peuenTopy docdonunasbl A2 - guarHocTmka n/kon. 8 4255
MembpaHo3How HedponaTtuu, IgG
9.0.A21.201 A09.05.075.003 Antutena k C1q dakTopy komniemeHTa 7 Kon. 10 1560
AyTOMMMYHHbIE MOpPaXeHUA NeYeHn
9.0.A4.201 A12.06.035 AHTUTEna Kk mutoxoHapusim (AMA-M2), 1gG 7 Kon. 8 1500
9.0.A23.201 A12.06.025.003 AHTUTENA K rmagkum mbiwuam (AFMA) 7 n/kon. 9 1 500
9.0.A5.201 A12.06.036.001 AHT?ITena K MMKPOCOMarbHON OpakLmnm NeYeHn 1 novek Kon. 8 1560
(anti-LKM)
AHTUTENa K aHTUreHam nevyeHn, MMMyHo610T
9.5.D1 A12.06.024.002 pacLumpeHHbin (aHTuTena Kk SLA/LP, LC1, LKM1, PDC- 7 n/kon. 9 5930
AMA-M2, M2-3E, Sp100, PML, gp210, SSA/Ro-52), IgG
9.0.A40 A12.06.035.001 AHTUTEna Kk mutoxoHapusim (AMA, M1-M9) IgG, HPU® 7 n/kon. 9 1725
AHTUTENa K aHTUreHam neveHn, UMMyHo6oT (k
nupyeataernaporeHasHomy komnnekcy(AMA-M2),
9.0.D2.201 A12.06.024.003 MUKpOCcOMaM neyenn n nodek (LKM-1), uutosonsHomy 7 Kau. 4 2435
anTuredy una 1 (LC-1), pacTBOpMOMY aHTUreHy neveHn
(SLA/LP))
AyTtonmmyHHble nopaxeHus XXKT u uenvakus
9.0.A56.201 A12.06.026.006 AHTUTENA K NapueTanbHbIM KneTkam xenyaka (AMKXK) 7 n/kon. 9 1610
96.A18 A12.06.020.005 AHTUTENA K 9K30KPUHHOW 4aCTV MOLKENYI0HHON XKenesbl, |, n/kon. 8 1685
cymmapHble (IgG/IgA)
9.0.A57.201 A12.06026001  |OTIPEASNEHVE anTUTEN K b.KacTna - BHyTpeHHemy 7 Kon. 10 1745
cakTopy (AB®P)
9.0.A62.201 A09.05.054.005 VIMMyHornobynuH nogknacca IlgG4 7 Kon. 10 1915
8.0.A81.201 A12.06.026.004 AHTUTENa K 6okanoBuAHbIM krneTkam kuweyvHuka (BKK) 7 n/kon. 9 1365
9.0.A30.201 A12.06.026.002 GHATMTena Kk Apoxckam Saccharomyces cerevisiae (ASCA), ; n/kon. 8 1175
9.0.A31.201 A12.06.026.003 ,I;rgmena k fpoxokam Saccharomyces cerevisiae (ASCA), |, n/kon. 8 1175
9.0.A14.201 A12.06.055.001 AHTUTERna K rmuaguHy, IgA 7 Kon. 8 855
9.0.A15.201 A12.06.055.002 AHTUTENA K rMuaguHy, IgG 7 Kon. 8 970
8.0.A82.201 A12.06.055.003 AHTUTENa K AE3AMVHUPOBAHHbIM NENTUAAM anbpa- 57,7 Kon. 12 1600
rmuaguHa IgA (AAI)
9.0.A83.201 A12.06.055.004 AHTWTENa K Ae3aMMHUPOBAHHBIM NentTuaam ansda- 5.7 Kon. 12 1600
rmuaguHa IgG (AAI)
9.0.A16.201 A12.06.056.001 AHTVTEna K TKaHeBOW TpaHcrnytamMmmHase, IgA 57,7 Kon. 8 1395
9.0.A17.201 A12.06.056.002 AHTVTEna K TKaHeBOW TpaHcrnytammHase, IgG 7,57 n/kon. 8 1395
9.0.A24.201 A12.06.066.001 AHTUTERa K 3HgoMM3KMID, IgA (ADA) 7,57 n/kon. 9 1290
9.0.A25.201 A09.05.054.006 AHTVpeTVKynnMHoBble aHTuTena IgA, IgG (APA) 7 n/kon. 11 1315
AyTOMMMYHHbIE 3a60neBaHuA NErkMxX 1 cepaua
9.0.A51.201 A09.05.122.001 '(A:A'\((EVEB)HOCTb BHIVOTEH3VH-NPEBPALLIAIOLLErO (hepMeHTa Kon. 10 3265
9.0.A29.201 A12.06.023 AHTuTEna K Mmokapgy (Mio) 7 n/kon. 9 1490
AyTOMMMYHHbIe 3HAOKPMHONATUXU M ayTOMMMyHHOe 6ecnnoave
9.0.A9.201 A12.06.020.002 AHTUTERa K ocTpoBKOBbIM KrieTkam (ICA) 7,55 n/kon. 9 1500
9.0.A49.201 A12.06.020.004 AHTUTEna K rmyTamataekap6okcunase (GAD) 55,7 Kon. 10 1735
9.0.A10.201 A12.06.039 AHTUTEna K MHCynuHy (IAA) 7,55 Kon. 8 895
9.0.A32.201 A12.06.033.001 |/ \HTUTENa K CTEPOMA-NPOAYLMPYIOLIMM KIIETKAM 7,55 n/kon. 10 1415
HagnoyeyHuka (ACIIK)
9.0.A50.201 A12.06.033.002 AHTVoBapuanbHble aHTuTena (AOA) 56,7 Kon. 8 1695
9.0.A8.201 A09.20.012.001 AHTVCNepManbHble aHTuTena 56,7 Kon. 4 1080
9.0.A87.201 A12.06.020.001 AHTUTENA K TMPO3UH-hocdaTase (aHTu-1A2) 7,55 Kon. 10 2 295

Anu-tecTsbl
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3JIN-B-TecT-6 (aHTuTena k ds-AHK, 6eta-2-

9.0.D5.201 A12.06.010.001.001 |rnmkonpoTeunHy 1, Fc-lg, konnareHy, uHtepgepoHy 7,56 n/kon. 14 2885
anbga, nHTepgepoHy ramma)
JJIN-ADC-XTY-TecT-6 (aHTUTENA K XY, GeTa-2-
9.0.D6.201 A12.06.010.002 rnukonpotenny 1, Fc-lg, ds-OHK, konnareHy, cymmapHsble |7.56 n/kon. 14 2885
K dpoccponunuaam)
9.0.07.201 A12.06010004 | VI-Bucuepo-Tecr-24 (antutena k 24 antwrenam 7 nikon. 14 14515
OCHOBHbIX OPraHoB 1 CUCTEM Yenoseka)
9.9.A1 A12.06.010.005 JJIN-ONA-TecT-8 (cocTosiHME NoMKenyAo4HOM xenesbl) |7.55 n/kon. 14 3030
9.9.A2 A12.06.010.006 JJIN-H-TecT-12 (CoCTOsIHME HEPBHON CUCTEMbI) 7 n/kon. 14 4 955
SJIN-XKKT-TecT-12 (aHTuTEna k ds-AHK, Fc-lg, GaM,
9.9.D2 A12.06.010.020 GaS-03, ScM, ItM-07, HeS-08, HMMP, Ty6ynuHy, aktuHy, |7 KOn. 14 5305
MHCYNWHY, KomnnareHy)
JJN-N-Komnnekc-12 (aHTuTena k X4, ds-AHK, 6eta-2-
9.0.D8.201 A12.06.010.003 rnvkonpoTeunHy 1, konnareny, Fc-lg, uHcynuHy, 56,7 n/kon. 14 4 955
Tupeornobynuy, S100, Spr-06, TrM-03, ANCA, KiM-05)
MapanpoTteMHeMun 1 UMMyHodMKcaumsa
9.0.A58.201 A09.05.106.002 | CKPVHUHI NaPanpoTEMHOB B CbIBOPOTKE 7 kon. 10 2840
(MMMyHOUKCaLMST)
9.0.A59.401 A09.28.028.001 CkpuHUWHr 6enka beHc-[xoHca B pa3oBoy nopuumu Moyu Kon. 10 2110
(MMMmyHODUKCaLUST)
TunupoBaHMe napanpoTenHa B CbIBOPOTKE KPOBM (C
9.0.A61.201 A09.05.106.001.001 |NOMOLLbIO UMMYHODUKCALMK C MaHesblo aHTUCHIBOPOTOK |7 Kon. 10 6110
19G, IgA, IgM, kappa, lambda)
9.0.A60.401 £09.28.030.001.001 | IMMYHO(MKCALYA Genka Berc-[hxorea ¢ nawensio 7 kon. 10 5220
aHTVCbIBOPOTOK B pa30BOW NOPLMN MOYM
9.10.A62 A09.05.054.007 CBoGoAHbIE NIerkie ueni MMMYyHOrodynuHoB Kon. 10 3 055
kanna/nsm64a B CbIBOPOTKE KPOBW, C pacyeToM MHAeKca
AyTOMMMYHHbIE 3a60MeBaHNUA HEPBHOW CUCTEMbI
9.0.A84.201 A12.06.064 AHTUTENa K rnytramaTtHomy peuentopy NMDA-Tuna 7 n/kon. 10 4 435
AHTUTENa npu NapaHeonnacTU4eckux CUHAPOMaXx,
9.0.011.201 A12.06.021.003 MMMYH06HOTP(K ettt RLCV Mo, o $E ) Kau. 9 9720
911.A3 A12.06.021.006 (A'\;:nglij)"la}gKGMblwequ—cneuMq)mquKom TUPO3UHKNHA3e ‘on. 1 6 585
[lnarHocTtrka BocnanuTesbHbIX NOSIMHEBPUTOB (aHTUTeNa
K raHrnmosmgam GM1, GM2, GM3, GM4, GD1a, GD1b,
911.A1 A1206.021004 |0 e G THa, GT1b, GQTb, cynbaTiay) Knaccos K. 9 6375
1gG/IgM
8.0.A84.201 A12.06.021 AHTUTENa K MMENnuHY 7 n/kon. 9 1735
9.0.A81.201 A12.06.021.002 AHTUTENA K aKBanopuHy -4 7 n/kon. 9 3010
9.0.A82.201 A12.06.074 AHTUTENA K aueTUNXOoNMHOBLIM peLenTtopam (AXP) 7 Kon. 11 5 680
AyTOoMMMYHHble 3a60neBaHUA KOXWU
9.0.A27.201 A12.06.030.006 AHTUTENA K 4ECMOCOMaM KOXW 7 n/kon. 10 2 355
9.0.A28.201 A12.06.030.007 AHTUTENA K 6asanbHo meMbpaHe koxu (AMB) 7 n/kon. 10 2 345
WMMYHONOIrMYECKME UCCNEAOBAHUA
OueHKa rymopanbHOro MMMyHUTETa
10.0.A1.201 A09.05.075.001 C3 KOMNOHEHT KoMNneMeHTa 7 Kon. 1 480
10.0.A2.201 A09.05.075.002 C4 KOMNOHEHT KOMMNeMeHTa 7 Kon. 1 480
10.0.A3.201 A09.05.054.002 VIMmyHorno6ynuH A (IgA) 57,7 Kon. 1 315
10.0.A4.201 A09.05.054.003 ViMmyHorno6ynuH M (IgM) 57,7 Kon. 1 315
10.0.A5.201 A09.05.054.004 VImmyHornobynuH G (IgG) 57,7 KOI. 1 315
10.0.A8.201 A12.06.002.001 KpriornobynuHbl 7 Kon. 9 1185
10.1.A2.201 A12.05.108.002 VHTepnevikuH-1b 7 Kon. 7 3130
10.0.A76 A12.05.108.001 WHTepneviknH-6 (IL-6) 7 Kon. 5 3130
10.0.A7.201 A12.06.073 dakTop Hekposa onyxonu (PHO-anbda) 7 Kon. 8 2 070
10.0.A73.201 A09.05.074 LivpkynupytoLume MMMyHHbIE KOMMIEKChI 20,7 Kon. 4 1175
10.1.D3 A09.05.075.006 WHrmbutop C1-actepasbl (paktop C1-INH komnnemeHTa), ; von. 9 4130
KOHLEHTpaums
10.1.A3.201 A12.05.108 VHTepneviknH-8 7 Kon. 7 3130
10.1.A4.201 A12.05.109 VHTepneviknH-10 7 Kon. 7 3130
OLieHKa KNeTOYHOro MMMyHUTETa
KonunuyecteeHHoe onpegenerne OHK TREC n KREC
10.2.D4 A08.05.019.003 (AnarHocTMka HacneacTBEHHbIX T- 1 B-KNeTouHbIX 7 Kon. 11 6 220
MMMYHOedNLINTOB)
MmmyHorpamma 6asosasi (CD3, CD3/4, CD3/8, CD19,
10.0.D4.202 A12.30.012.013 CD16/56, CD3/16/56, CD3/HLVA-DR, nevikoumtapHo-T-Nd 720,57 /kon. 4 4515
MNHAEKC, UMMYHOPETYNSATOPHBIN MHAEKC. BkntovaeT
aHanus KpoBwW C NenKoLMTapHoW oopMynon)
VmmyHorpamma pacwmpenHas (CD3, CD3/4, CD3/8,
CD19, CD16/56, CD3/16/56, CD3/HLA-DR, CD3/25,
10.0.D68.202 A12.30.012.014 CD3/95, CD3/4/95, CD3/8/95, CD3/8/38, nevikoumtapHo-T-20.7 Kon. 4 5670
JI® nHaeke, MMyHOPEerynsaTopHbIn MHAeKc.BkniovaeTt
OAK ¢ newnkouutapHomn opmyno)
10.0.D7.202 A12.30.012.019 CoxpatuerHas naHeinb CD4/CD.8 (Bkmoqae:r KNUHU4EGII 0,7 Kon. 4 2 355
aHanus KpoBw ¢ nemkoumTapHow dopmynon (5DIFF))
10.0.D9.202 A1230012015  |/MMyHOTpamma ckpukvkr (CD3, CD19, CD16/56. 1, Kon. 4 3020
BkntoyaeT aHanma KpoBu € nenkoumuTapHon hopmyrnon)
10.0.D73 A12.30.012.017 B1-knetkn CD5/CD19 (BkntovaeT aHanun3 Kpoem C ; von. 5 3 660

nenKkoumMTapHou opmMynon)
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KneTkn namatu n HameHble CD4 numMmdoumnThl 1 nx
cooTHoleHne (CD3/CD4/45R0O+, CD3/CD4/45RA+,
nHaekc 45RO+/45RA+. BkntoyaeT aHanus KpoBu ¢
nenkoumTapHou opMyIon)

10.2.D5 A12.26.002.002 KBaHTUdepoHoBkIi TecT TB Gold Plus 7 Kau. 7 9 560
T-SPOT petckuin (nHdmumposaHune M. tuberculosis),

10.0.D72 A12.30.012.018 7 Kon. 5 7 490

10.0.D75 A12.26.002.003 n/kon. 3 15 635

(netv po 12 net)
10.0.D76 A12.26.002.004 T-SPOT (nHcpuumposanume M. tuberculosis), (netw 7 n/kon. 3 15 635

cTapLue 12 neT n B3pocrble)
10.0.D8.204 A09.05.035.038 BakTepuumaHas aktuBHocTb kpoeu (BURST) 7 n/kon. 8 5100
10.0.D2.204 A12.30.012.007.001 |ParoTect 7 n/kor. 8 2425

OueHka MHTepdepoHOBOrO cTaTtyca

VHTepdepoHoBbIf cTaTyc (3 nokasaTens: CbIBOPOTOYHbIN
10.0.D1.204 A12.06.047.002 MHTEpPdEPOH, NHTepdEPOH-anb®a, UHTEPdEPOH-ramma; |7 Kon. 14 3080

3akntoyeHune Bpaya KI[ no uccnenoBaTenbCkoMy OTHETY)

*OnpeaeneHne YyBCTBUTENbLHOCTU K MHAYKTOPaM MHTepdepoHa
10.5.A7 A09.05.035.023 YyBCTBMTENBHOCTb K ANNOKUHY-anbga 7 n/kon. 14 530
10.0.A14.204 A09.05.035.024 YyBCTBMTENBHOCTb K AMUKCUHY 7 n/kon. 14 530
10.0.A15.204 A09.05.035.025 YyscTBUTENBHOCTL K Karoueny 7 n/kon. 14 530
10.0.A16.204 A09.05.035.026 YyBCTBMTENLHOCTL K HeoBmpy 7 n/kon. 14 530
10.0.A17.204 A09.05.035.027 YyBCTBMTENBHOCTb K PUAOCTUHY 7 n/kon. 14 530
10.0.A18.204 A09.05.035.022 YyBcTBUTENBHOCTb K LiKnodepoHy 7 n/kon. 14 530
10.5.A6 A09.05.035.028 YyscTBUTENBHOCTL K LinToBNpy-3 7 n/kon. 14 530
. *HasHaueTcs Tonbko ¢ MHTepdepoHOBLIM CTaTycoM

10.0.D1.204

*OnpegeneHve YyBCTBUTENLHOCTU K UMMyHOMOZyNsiTOpaM
10.5.A8 A09.05.035.011 YyBCcTBMTENLHOCTL K Apbrgony 7 n/kon. 14 530
10.0.A19.204 A09.05.035.013 YyBscTBMTENBLHOCTL K [@anasuty 7 n/kon. 14 530
10.0.A20.204 A09.05.035.014 YyBCTBMTENLHOCTbL K [enoHy 7 n/kon. 14 530
10.6.A12 A09.05.035.015 YyBCTBMTENBLHOCTbL K N30MpNHO3NHY 7 n/kon. 14 530
10.0.A21.204 A09.05.035.029 YyBCTBMTENLHOCTL K MiIMMyHany 7 n/kon. 14 530
10.0.A28.204 A09.05.035.016 YyBcTBMTENBHOCTL K MIMMYyHOdaHY 7 n/kon. 14 530
10.0.A22.204 A09.05.035.017 YyBCTBMTENBHOCTb K IMMyHOMaKCy 7 n/kon. 14 530
10.0.A23.204 A09.05.035.018 YyBcTBMTENBLHOCTL K IMyHOpHKCY 7 n/kon. 14 530
10.0.A24.204 A09.05.035.019 YyBCTBMTENLHOCTH K JIMkonuay 7 n/kon. 14 530
10.6.A11 A09.05.035.012 YyBcTBMTENBLHOCTL K [NaHasmpy 7 n/kon. 14 530
10.0.A25.204 A09.05.035.030 YyBCTBMTENLHOCTL K [MONMOKCUAOHNIO 7 n/kon. 14 530
10.0.A26.204 A09.05.035.020 YyBCTBMTENbHOCTL K TAKTMBUHY 7 n/kon. 14 530
10.0.A27.204 A09.05.035.021 YyBCTBMTENLHOCTb K TUMOreHy 7 n/kon. 14 530
. *HasHaueTcs Tonbko ¢ HTepdepoHOBLIM CTaTycoM

10.0.D1.204

WMMyHorematonornyeckue mccrnefoBaHus

TOM-100, TOM-100(T), TOM-

2.0.D3.202 A12.05.005.001 'pynna kposu + Pesyc-cakTop 220(5/;), 1,55, TOM-100(K), |Kau. 1 515
2.0.A4.202 A12.05.008 AHTUTENa K aHTUreHam 3pUTPOLIMTOB, CyMMapHbIe (B T.4. 55.57.1.56 n/kon. 1 815

K Rh-cpakTopy), TMTp (Henpsimas npo6a Kymbca)
2.0.D1.201 A12.05.005 AHTuTena no cucteme ABO 1 n/kon. 7 1685
2.0.A5.202 A12.05.007.005 Onpepgenenune Kell aHturena (K) 1 Kau. 1 675

deHOoTUNMPOBaHME APUTPOLIMTOB MO aHTUrEHaM CUCTEMbI
2.0.D2.202 A1205007006 |t E g o) Kell’zK)p H Kau. 2 1365
2.0.A8 A12.05.009 Mpsimasi npo6a Kymbca 1 Kau. 7 2110

lNMpoyne MMMyHoMoruyeckue nccnegoBaHus

VIMMyHObeHOTUNMpOBaHUE KNEeTOK KOCTHOro Mo3ra unu
nepudepunyeckon Kposu Npu numdonponudepaTUBHbIX
1.0.A6.202 A12.30.012.001.001 |3a6oneBaHNsX METOAOM NPOTOYHOW LumToMeTpun (NMN3, |12 Kau. 8 35055
OCTpbIii NENKO3, MHOXECTBEHHAsA MMenoma).
VccnepoBaHve Ans NepBUYHON ANArHOCTUKN

VIMMyHObeHOTUNMpOBaHUE KNEeTOK KOCTHOro Mo3ra unu
nepudepnyeckon KpoBK ANs ANarHOCTUKA MUHUMarbHOW
1.0.A13.202 A12.30.012.002.001 [ocTaTouHon 6onestn (MOB) MeTogoM NpoTOYHOM 12 Kau. 8 35055
uutomeTpum (JIN3, ocTpbIn NErko3, MHOXeCTBEHHas
MVenoma), nocne neYeHns

CEPOINOIMYECKUE MAPKEPbI UH®EKLIMOHHBIX 3AEONIEBAHUN

[OuarHocTtuka renatuta A

11.1.A1.201 A26.06.034.001 AHTuTEna Kk Bupycy renatuta A, IgM (Anti-HAV IgM) 3 n/kon. 1 805

11.1.A2.201 A26.06.034.002 AHTuTEna k Bupycy renatuta A, IgG (Anti-HAV IgG) 3 n/kon. 1 805
OwarHocTuka renatuta B

11.2.A3.201 A26.06.039.003 AHTUTERA K ﬂ,qep_Homy (cor) aHTureHy Bupyca renatuta B, 357 /Ko 1 570
cymmapHble (Anti-HBcor)

11.2.A4.201 A26.06.039.001 AHTVITeJ'I.a K sgepHoMy (cor) aHTUreHy Bupyca renatuta B, 5 /Ko, 1 695
IgM (Anti-HBcor IgM)

11.2.A5.201 A26.06.035 AnTureH HBe Bupyca renatuta B (HbeAg) 3 n/kon. 1 615

11.2.A6.201 A26.06.038.001 AHTuTena K HBeTaHTmreHy Bupyca renatura B, 3 n/kon. 1 590
cymmapHsble (Anti-HBe)
[MoBEpPXHOCTHbLIN aHTUreH BUpyca renatnta B TOM-100(K), TOM-100(A),

11.2.A1.201 A26.06.036.001 (aBcTpanMiiCkwii arTuren, HbsAg) TOM-100T), TOM-100. &7, 3| KAY. 1 295

11.2.A7.201 A26.06.036.002 |‘|oaepxr|oc:er||f aHTuren supyca renaruta B 3 KOn. 1 1865
(aBcTpanuiickuin aHtureH, HbsAg), konmyecTBeHHO

11.2.A2.201 A26.06.040.002 AHTUTENA K MOBEPXHOCTHOMY aHTUreHy BMpyca renatuta 7.3 ‘on. 1 715

B (Anti-HBs)
OuarHocTtuka renartuta C
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11.3.A3 A26.06.041 AHTUTEna K BUpYycy renatuta C, cym. (Anti-HCV) Témsszk)’ .70 |kau. 1 435

11.3.A2.201 A26.06.041.003 AHTuTena k Bupycy renatuta C, IgM (Anti-HCV IgM) 3 Kay. 3 460
OuarHocTtuka renatuta D

11.4.A1.201 A26.06.043.002.001 |AHTMTENa K BUpYcy renatuta D, cymmapHble (Anti-HDV) |3 Kay. 5 855

11.4.A2.201 A26.06.043.001 AHTUTERA K BUpYycy renatuta D, IgM (Anti-HDV IgM) 3 Kau. 10 855
OuarHocTuka renatuTta E

11.5.A2.201 A26.06.044.001 AHTUTENA K BUpYycy renatuta E (Anti-HEV), IgM 3 Kau. 3 895

11.5.A1.201 A26.06.044.002 AHTuTEna Kk Bupycy renatuta E, IgG (Anti-HEV IgG) 3 Kay. 3 895
OuarHoctuka BUY-nHdpekummn

11.7.A1.201 A26.06.049.001 |BI/I‘-| (aHTUTEna 1 aHTUreHbl) ile.fﬂ;;fTo)';?”'1°°‘A" Kay. 1 385
OuarHoctuka cucpunuca

56(1), TOM-100(T), TOM-

11.6.A1.201 A26.06.082.012 Mukpopeakuusi Ha cucmnuc kadectseHHo (RPR) 1&%’3 zsﬂ;oo, Tor- Kau. 1 285

11.6.A6.201 A26.06.082.001.001 | Mukpopeakums Ha cucunuc, nonykonnyecteeHHo (RPR) |3 n/kon. 1 315

11.6.A2.201 A26.06.082.003.001 Peakuusi naccMBHOM remarrnioTMHaUmmM Ha cudunmc 5 Kau. 2 440
(PMIA), kayecTBEHHO

11.6.A3.201 A26.06.082.011 Peakuusi naccmMBHOM remarrnioTMHaLMy Ha cudunmc s n/kon. 2 500
(PTIA), nonykonM4yecTBeHHO

TOM-100(K), TOM-100(T),

11.6.A4.201 A26.06.082.002.002 |AHTMTENa k 6negHon TpenoHeme (T.pallidum), cym. i’:ggk;gjgoo, Tor- Kau. 1 455

11.6.A5.201 A26.06.082.009 ,IZI-’JMTena k 6negHon TpenoHeme (Treponema pallidum), s6(1), 57,3 Kau. 2 500

11.6.A8.201 A26.06.082.010 AHTUTERa K BriegHol TpenoHeMe (aHTureH TmpA), 1gG 3 n/kon. 2 500
AnarHoctuka T-nMMcOoTPONHbIX BUPYCOB YenoBeKa

11.38.A1.201 A26.06.087.001 AHTUTEna K aHTUreHam T-NnMMAOTPOMHBLIX BUPYCOB 3 Kau. 5 1090
(HTLV) 1 1 2 Tvnos
Bupyc npocToro repneca
AHTUTEna Kk Bupycy npocroro repneca |, Il Tunos,

11.8.A1.201 A26.06.045.003 cymmapHo (Herpes simplex virus I, 11, IgM 3,57 n/kon. 3 590
AHTUTERa K BUpYycy npocToro repneca |, Il Tunos,

11.8.A2.201 A26.06.045.004 cymmapro (Herpes simplex virus I, 11), 1gG 3,57 n/kon. 1 560
AsungHocTb IgG k Bupycy npocTtoro repneca |, Il Tunos,
cymmapHo (Herpes simplex virus |, 1) (Bkntouaet

50.0.H75.201 A26.06.046.002 onpefeneHve aHTUTen K BUpycy npocrtoro repneca |, Il s n/kon. 4 905
T7nos, 19G)
AHTUTEna Kk Bupycy npocroro repneca |, Il Tunos,

11.8.D1.201 A26.06.045.003.001 cymmapHo (Herpes simplex virus I, 11}, IgM (ummyHoGnoT) 56(1), 3 Kau. 3 5275
AHTUTERa K BUpYycy npocToro repneca |, Il Tunos,

11.8.D2.201 A26.06.046.002.001 cymmapHo (Herpes simplex virus I, 11), IgG (WMMyHOGrOT) 56(1), 3 Kau. 3 5275

11.8.A4.201 A26.06.045005 | AHTMTENa K Bupycy npoctoro repneca | Tuna (Herpes | n/kon. 3 615
simplex virus ), IgM

11.8.A5.201 A26.06.045.001 A.HTMTena. K Bupycy npocoro repneca | Tuna (Herpes 3 n/kon. 3 615
simplex virus 1), IgG

11.8.A6.201 A26.06.045.006 | ~HTMTENa K Bupycy npocroro repnieca Il una (Herpes |, o, n/kon. 3 615
simplex virus I1), IgM

11.8.A7.201 A26.06.045.002 A.HTMTe”a. K Bupycy npoctoro repneca Il una (Herpes 56(1), 3 n/kon. 3 615
simplex virus Il), IgG
Bupyc repneca VI u VIll Tunos

11.8.A8.201 A26.06.047.001 C:;nggna K Bupycy repneca VI Tuna (Human herpes virus 3,57 n/kon. 3 695
Bupyc Varicella-Zoster

11.49.A1.201 A26.06.084.002 g"\;me”a k Bupycy Bapuuenna-octep (Varicella-Zoster), | n/kon. 3 845

11.49.A2.201 A26.06.084.003 ,I;r:mena k Bupycy Bapuuenna-3octep (Varicella-Zoster), 3 n/kon. 3 845

11.49.A3.201 A26.06.084.001 g*gme”a k Bupycy Bapuuenna-octep (Varicella-Zoster), | n/kon. 3 845
Bupyc 3nwrteinHa-bapp (MH(EKLUMOHHbLIN MOHOHYKNEOo3)
AHTUTENA K KancuaHOMy aHTUreHy Bupyca dniiteiHa-

11.10.A1.201 A26.06.029.001 Bapp (Epstein-Barr virus VCA), IgM 57,3 Kau. 1 635
AHTUTENA K KancuaHOMy aHTUreHy Bupyca dnitenHa-

11.10.A2.201 A26.06.029.002 Bapp (Epstein-Barr virus VCA), IgG 57,3 n/kon. 1 715

11.10.A8.201 A26.06.030 AHTMTgna K paHHeMy aHTUreHy Bupyca OnwreinHa-bapp 557 ‘on. 3 1090
(Epstein-Barr virus EA), IgG
AHTWTENa K a4epHOMY aHTUreHy Bupyca dnwtenHa-bapp

11.10.A7.201 A26.06.031 (Epstein-Barr virus EBNA), IgG 3,57 n/kon. 1 615
AsugHocTb IgG k Bupycy dnwreinHa-bapp (Epstein-Barr

50.0.H76.201 A26.06.029.003 virus, EBV) (BkntovaeT onpegeneHve aHTUTeN K BUpycy |3 n/kon. 4 875
OnwrenHa-bapp, IgG)

11.10.D1.201 A26.06.028.001 AnTuTena k Bupycy AnwTeniHa-bapp (Epstein-Barr virus), Kaui. 3 59275
IgM (MMMyHO610T)

11.10.D2.201 A26.06.028.002 AHnTuTena k Bupycy dnwTeiiHa-bapp (Epstein-Barr virus), Kau. 3 5275
IgG (uMmyHO6NOT)
LinTomeranoBupycHasi MHdekuus

11.9.A2.201 A26.06.022.001 AHTuTEna k unTomeranosupycy (Cytomegalovirus), IgG |3, 56(1). 57 Kon. 1 580
AsngHocTb IgG k umtomeranosmpycy (Cytomegalovirus)

50.0.H74.201 A26.06.022.003 (BKMIOYaET onpeaeneHve aHTUTEN K LMTOMEranoBupycy, (3.56(1) n/kon. 4 1315
I9G)

11.9.D2.201 A26.06.022.005 AHTUTEna Kk uMTomeranosupycy (Cytomegalovirus), IgG so(1). 3 Kau. 3 5275
(vMmyHOBNOT)
AHTUTENa K NpegpaHHemy 6enky Liutomeranosupyca

11.9.D4 A26.06.022.006 (CMV IEA) IgM/IgG 3 n/kon. 9 1580
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11.9.A1.201 |A26.06.022.002 |AHTVITeJ'Ia k umTomeranosupycy (Cytomegalovirus), IgM |56<1), 3,57 |I'I/KOJ'I. 1 580
[unarHocTuka BMpyca KpacHyxwu
11.11.A1.201 A26.06.071.002 AHTWTENA K BUPYCY KpacHyxu, IgM 56(1), 57, 3 n/kon. 1 625
11.11.A2.201 A26.06.071.001 AHTUTERA K BUpYCY KpacHyxu, IgG 56(1), 3, 57 Kon. 1 570
50.0.H77.201 A26.06.071.003 ABUAHOCTL GG K BUPYCY KpaCHyxm (BKriouaeT 56(1), 3 n/kon. 4 1125
onpefeneHve aHTUTen K BUpycy kpacHyxu, IgG)
11.11.D1.201 A26.06.071.004 AHTUTENA K BUPYCY KpacHyxu, IgG (uMmyHOBNOT) 3, 56(1) Kau. 3 5575
AwnarHocTuka Tokconnasmosa
11.19.A1.201 A26.06.081.002 AHTuTEna k Tokconnasme (Toxoplasma gondii), IgM 56(1), 57, 3 Kay. 1 625
11.19.A4.201 A26.06.081.004 AHTUTENa K Tokconnaame (Toxoplasma gondii), IgA 3, 56(1) n/kon. 3 590
11.19.A2.201 A26.06.081.001 AHTuTEna k Tokconnasme (Toxoplasma gondii), IgG 3, 56(1), 57 Kon. 1 590
50.0.H78.201  |A26.06.081.003  |/\BYAHOCTE I9G K Tokconnaswme (Toxoplasma gondi) 3 56(1) nikon. 4 1205
(BKIHOYaAET onpegeneHne aHTuTen K Tokconnasme, IgG)
[uarHocTvka napBoBupyca
11.26.A2.201 A26.06.063.002 AHTUTENa K napsosupycy (Parvovirus) B19, IgM 3, 56(1) n/kon. 8 925
11.26.A1.201 A26.06.063.001 AHTuTERa Kk napsosupycy (Parvovirus) B19, IgG 3, 56(1) n/kon. 8 925
[AwnarHocTuka BMpyca Kopu
11.12.A2.201 |A26.06.056.001 |AHTMTeJ‘Ia K BUpYycy kopw, 1gG |3‘ 57 |KOJ'I. 2 850
[AwnarHocTuka BMpyca anuaeMmyeckoro napotura
11.13.A1.201 A26.06.112.002 AHTVTENA K BUPYCY 3NUAEeMUYECKOro napotuTa, IgM 3 n/kon. 5 765
11.13.A2.201 A26.06.112.001 AHTUTENA K BUPYCY aNnnaeMmyeckoro napotuta, IgG 3 n/kon. 5 765
OunarHocTuKa KOKMoLwa
11.33.A1.201 A26.06.103.001 AHTUTENA K KOKITIOLIHOMY TOKCUHY, IgA 57,3 KOf. 3 895
11.33.A2.201 A26.06.103.002 AHTVTENA K KOKIIOLIHOMY TOKCUHY, IgG 57,3 Kon. 3 895
11.33.A3.201 A26.06.103.004 AHTMTeJ.-'a K BosbyauTenio kokmiowa (Bordetella 3 Kau. 2 895
pertussis), IgM
AHTUTENa K BO3GYAUTENSIM KOKMIOLLIA M NapakoknoLwa
11.33.D1.201 A26.06.102.001 (Bordetella pertussis, Bordetella parapertussis), 57,3 n/kon. 3 1895
cymmapHble (PMITA) nonykonu4ecTBeHHO
[AwnarHocTuka ageHoBUPYCHON UH(eKLMUn
11.51.A3.201 A26.06.005.001 Antutena k AgeHoeupycy (Adenoviridae), IgM 3 n/kon. 8 1090
11.51.A1.201 A26.06.005.003 AHTuTEna Kk AgeHoBupycy (Adenoviridae), IgA 3 n/kon. 8 1090
11.51.A2.201 A26.06.005.002 Antutena k AgeHosupycy (Adenoviridae), IgG 3 n/kon. 8 1090
[OuarHoctuka audTepumn n cTonGHsKa
11.28.A1.201 A26.06.104.001  |AHTUTENa K BO3ByAUTEnio AncpTepuy (Corynebacterium 1, n/kon. 3 925
diphtheriae)
11.28.A2.201 A26.06.105.002 AHTUTENa K Bo3byautento ctonbHsika (Clostridium tetani) |3 Kor. 4 925
[unarHocTuka xnammauosa
11.1.23.A1 A26.06.018.003.002 AHTuTena k xnammuagun (Chlamydia trachomatis), 6enkam s — 9 645
MOMP n Pgp3, cymmapHo, IgG
AHnTuTena k 6enky Tennosoro woka Chlamydia
11.15.A8 A26.06.018.003.001 |, e ( AntiYcHSPGO), 19G Y 3 Kau. 9 1080
11.15.A2.201 A26.06.018.002 AHTuTEna Kk xnamugum (Chlamydia trachomatis), IgM 3, 56(1) n/kor. 3 580
11.15.A1.201 A26.06.018.001 AHtuTena k xnamugumn (Chlamydia trachomatis), IgA 56(1). 3 n/kon. 3 625
11.15.A3.201 A26.06.018.003 AHTuTena k xnamugum (Chlamydia trachomatis), IgG 3, 56(1) n/kon. 3 580
11.15.A5.201 A26.06.016.001 %r’:;mena k xnamugodune (Chlamydophila pneumoniae), 557 n/kon. 3 625
11.15.A4.201 A26.06.016.002 gfme”a kxnamupodpune (Chlamydophila pneumoniae), |, n/kon. 3 580
11.15.A6.201 A26.06.016.003 %rgmena k xnamugodune (Chlamydophila pneumoniae), 7.3 n/kon. 3 625
[OunarHocTuka MMKonnasmosa
11.16.A1.201 A26.06.057.004 AHtuTena k mvkonnasme (Mycoplasma hominis), IgA 56(1). 3 n/kon. 3 590
11.16.A3.201 A26.06.057.005 AHTuTena k mukonnasme (Mycoplasma hominis), IgG 3, 56(1) n/kon. 3 590
11.16.A6.201 A26.06.057.001 AHTUTEna k Mukonnasme (Mycoplasma pneumoniae), IgM |57.3 Kau. 3 590
11.16.A4.201 A26.06.057.002 AHTuTEna k mukonnasme (Mycoplasma pneumoniae), IgA |3 n/kon. 3 590
11.16.A5.201 A26.06.057.003 AHTuTena k mukonnasme (Mycoplasma pneumoniae), IgG |[3.57 n/kon. 3 590
[unarHocTuka ypeannasmosa
11.17.A1.201 A26.06.015.001.001 [AHTUTeNa k ypeannasme (Ureaplasma urealyticum), IgA |3, 56(1) n/kon. 3 705
11.17.A3.201 A26.06.015.003.001 |AHTMTENa K ypeannasme (Ureaplasma urealyticum), IgG  [s6(1). 3 n/kon. 3 705
[unarHocTuka TpUXoMoHHuasa
11.18.A1.201 |A26.06.015.004 IAHTMTena k TpuxomoHage (Trichomonas vaginalis), IgG |56<1), 3 |r|/|<on. 3 705
[unarHocTuka kaHAnAo3a
11.21.A3.201 A26.06.006.007 AHTuTena k kaHguge (Candida albicans), IgM 3 n/kon. 3 745
11.21.A1.201 A26.06.006.002 AHTuTena k kanguge (Candida albicans), IgA 3 n/kon. 3 745
11.21.A2.201 A26.06.006.003 AHTuTena k kanguge (Candida albicans), IgG 3 n/kon. 3 745
[dwnarHocTuka acneprunnesa
11.47.A2.201 |A26.06.006.004 IAHTMTena k acneprunnam (Aspergillus fumigatus),lgG |3 |I'I/KOJ'I. 8 615
[OuarHocTuka Ty6epkynesa
11.23.A1.201 A26.06.057 021 AHTUTENA K MukobakTepuam Tybepkynesa (Mycobacterium 5 Kau. 4 1765
tuberculosis), cymmapHble
[unarHocTuka neruoHennesa
11.25.A1.201 A26.06.051.001 AHTUTEna k nernoHennam (Legionella pneumophila), 5 n/kon. 8 925
CyMMapHble
[OuarHocTuka 6pyuennesa
11.39.A1.201 A26.06.012.005 AHTuTena k 6pyuenne (Brucella), IgA 3 n/kon. 2 530
11.39.A2.201 A26.06.012.006 AHtuTena k 6pyuenne (Brucella ), IgG 3 Kay. 2 530
[unarHocTvka Bupyca Kneuesoro 3Huedganurta
11.40.A1.201 A26.06.088.001 AHTVTEna K BUpYCY KNneLueBoro aHuedanura, IgM 3 Kauy. 4 725
11.40.A2.201 A26.06.088.002 AHTVTENA K BUpYCY KNneLueBoro aHuedanura, IgG 3 Kon. 4 725

OuarHoctuka 6oppenvosa
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11.24.A1.201 A26.06.011.001 AHTuTEna K 6oppenusm (Borrelia burgdorferi), IgM 3 Kau. 3 655
11.24.A2.201 A26.06.011.002 AHTuTena k 6oppenusim (Borrelia burgdorferi), IgG 3 n/kon. 3 695
11.24.D1.201 A26.06.011.004 AHTUTERa K 6oppenusm (Borrelia), IgM (nMMyHOGOT) 3 Kau. 3 2755
11.24.D2.201 A26.06.011.005 AHTuTena k 6oppenusim (Borrelia), IgG (MMmyHOBOT) 3 Kay. 3 2755
AwnarHocTuka renbMUHTO30B
11.1.34.A1 A26.06.125.002 AHijena K nevyeHouYHbIM cocanbluvkam (Fasciola 5 L 8 915
hepatica), IgG
11.20.A16 A26.06.122.002 AHTUTENa K aHm3akmgam (Anisakis), IgG 3 n/kon. 8 1775
11.20.A10.201 A26.06.062.002 AHTuTEna k onucTopxam (Opisthorchis felineus), IgM 3 Kay. 3 960
11.20.A1.201 A26.06.062.001 AHTUTENa Kk onuctopxam (Opisthorchis felineus), IgG 57,3 n/kon. 3 970
11.20.A14.201 A09.05.074.004 LINK, cogepxaline aHTUreHbl onMcTopxoB 3 n/kon. 8 625
11.20.A2.201 A26.06.024.001 AHTUTEna Kk axmnHokokkaMm (Echinococcus granulosus), 1gG |3 n/kon. 3 960
11.20.A3.201 A26.06.080.001 AHTuTERa K TokcokapaM (Toxocara canis), IgG 57,3 n/kon. 3 590
11.20.A4.201 A26.06.079.001 AHTUTEna K TpuxmHennam (Trichinella spiralis), IgG 3 n/kon. 3 550
11.20.A5.201 A26.06.124.001 AHTUTERa K Wwnctocomam (Schistosoma mansoni), IgG 3 Kay. 8 835
11.20.A6.201 A26.06.123.001 AHTMTe”.a KYTpULam kuuedHbim (Strongyloides 3 Kau. 8 970
stercoralis), IgG
11.20.A7.201 A26.06.122.001 /I;FgMTeJ'Ia K LmMcTMLEepKam cauHoro Lentst (Taenia solium), |, /kon. 8 1040
AHTUTENa K TpemaToAam (NeYeHOYHbIV cocanbLLuK
11.20.A8.201 A26.06.125.001 Fasciola hepatica, kowaubsa gsyyctka Opisthorchis 3 n/kon. 8 835
felineus), I9G, cymmapHo
11.20.A12.201 A26.06.121.001 AHTuTEna k ackapuaam (Ascaris lumbricoides), IgG ¥8H]88('<T’0Tnoﬂ)g((ﬁ(?73 n/kon. 3 1030
11.20.A13.201 A26.06.120.001 AHTuTEna k knoHopxam (Clonorchis sinensis), IgG 3 n/kon. 8 480
[OunarHocTuka nambénunosa
11.22.A1.201 A26.06.032.001 AnTuTena k nambnuam (Lamblia intestinalis), cymmapHbie %,{?ggg,g??%%%g&) n/kon. 3 655
11.22.A2.201 A26.06.032.002 AHTUTEna Kk nambnuam (Lamblia intestinalis), IgM 3 n/kon. 3 685
[OuarHoctuka ame6uasa
11.41.A1.201 A26.06.026.001  |/\HTVTena k amebe ausenTepuiroit (Entamoeba 3 Kau. 8 925
histolytica), 1gG
[AwvarHocTtuka nevimMaHno3sa
11.30.A1.201 A26.06.053.001 AHnTuTena k nenwmanum (Leishmania infantum), IgM, IgG n/kon. 8 835
CyMMapHoO
[AwnarHocTuka xenunkobakrepuosa
11.1.38.D1 A26.06.033.006 AHTUTEna k xenunkobaktepy (Helicobacter pylori), 5 von. 16 4995
MMmyHo6110T, 1gG
11.14.A3.201 A26.06.033.003 AHTUTENa K xenukobakrepy (Helicobacter pylori), IgM 57,3 Kau. 8 745
11.14.A2.201 A26.06.033.001 AHTuTena Kk xenukobaktepy (Helicobacter pylori), IgA 57,3 n/kon. 8 715
11.14.A1.201 A26.06.033.002 AHTUTENa K xenukobakrepy (Helicobacter pylori), IgG 57,3 Kor. 1 715
[unarHocTuka wurennesa (gu3eHTepum)
11.35.D1.201 A26.06.097.001 AHTMT_ena k wurennam (Shigella flexneri |-V, Shigella 5 n/kon. 1080
sonnei)
[unarHocTuka nepcuHuosa
11.32.D1.201 A26.06.093.001 AHTuTena k nepcunusm (Yersinia enterocolitica), IgA; 1gG |3 n/kon. 5 3305
11.32.A1 A26.06.094.002 AHTUTEnAa K Boaﬁy_,qmemo ncespoTybepkynesa (Yersinia n/kon. 6 725
pseudotuberculosis), PMIA, Tutp
[OuarHocTuka canbMoHesnnesa
11.36.A1.201 A26.06.077.001 éHTMTeJ‘Ia k canbMoHennam (Salmonella) A, B, C1, C2, D, 3 n/kon. 2 725
[uarHocTtuka 6prowHoro Tudga
11.37.A1.201 A26.06.077.002 AHTUTEnAa K V|-ar_|TV|reHy B030yauTens GptoLuHoro Tuda n/kon. 2 590
(Salmonella typhi)
AwnarHocTtuka Bupyca Kokcaku
11.46.A2 |A26.06.019.001 | AnTuTena k Bupycy Kokcaku (Coxsackievirus), IgM, kay. |3 [kau. | | 8 | 2840
[uarHocTka MEHUHrOKOKKOBOW UHeKLun
11.34.A1.201 |A26.06.109 | AnTuTena k menuHrokokky (Neisseria meningitidis) s [n/kon. | | 11 [ 1665
[AunarHocTuka pecnupaTopHO-CUHLMTMANbLHOIO BUpyca
11.52.A2 A26.06.067.001 AHTUTENA K pecnnpaTopHO-CUHLIMTUANBHOMY BUPYCY 3 Kau. 8 1795
(RSV), IgG
1152 A3 A26.06.067.002 AHTUTENA K PECNINPATOPHO-CUHLIMTUATIEHOMY BUPYCY 5 Kau. 8 1795
(RSV), IgM
KopoHaBupycHas nHdekumns COVID-19
KOBUA K(P), KOBWUA K(K),
- - - | KOBWMA A(K), KOBMI M(K),
11.57.A5 A26.06.057.008 Aututena IgM k S- u N-Genkam koporasupyca SARS-CoV KOBMA A(P), KOBUA M(P), | n/KON. 3 1100
2 (MDA, Poccus), nonykonuy. KOBWLL P(P), KOBWL T(P),
KOBMA T(K). KOBVA P(K)
KOBMA K(K), KOBWUA A(P),
KOBM[ A(K), KOBUAO M(P),
Antutena IgG k RBD gomeHy S 1 6enka kopoHasupyca  |KOBMA T(), KOBIA P(K),
1.57.A14 A26.06.057.012 |5ARS Cov2 (Abbott, CLUA), kony. Ko ity rortoseh, <O 1 1060
KOBMA K(P), TOM-100,
KOBMI P(P). KOBMA T(P)
AnTuTena IgG k RBD lomMeHy S 1 Gerka KOPOHABUPYCE | oo 1) koo Ay
50.0.H204 A26.06.057.013 SARS-Cov2 (Abbott, CLUA, pe3aynbTaT Ha aHIMUACKOM U [KOBWUA P(K), KOBAA M(P), |KOM. 1 1470
PYCCKOM si3blKax), Koy, KOBIKE MK, kOB Koo

MOJNEKYNAPHO-BMOJIOrMYECKUE UCCINEQOBAHUSA

Fenatut A
12.7.A1.202 |A26.05.030.001.001 IPHK BUpyca renatuTa A, KpoBb, Kau. |2 |Kaq. I | 5 I 695
Fenatut B
12.8.A1.202 A26.05.020.001 [OHK Bupyca renatuta B, kpoBb, Kau. 2 Kau. 3 530
12.8.A2.202 A26.05.020.002 [HK Bupyca renatuta B, kpoBb, KONWY. 2 Kon. 3 3915
12.8.D2 A26.05.020.003 OHK BI'B, reHotun (A,B,C,D) KpoBb, kau. 2 Kau. 7 1630

Fenatut C
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12.9.A1.202 A26.05.019.001 PHK Bupyca renatuta C, KpoBb, Kau. 57(1), 2 Kau. 3 805
12.9.A2.202 A26.05.019.002 PHK Bupyca renatuta C, KpoBb, KOMuY. 2 Kon. 5 3835
12.9.D2 A26.05.019.003.004 |PHK BI'C, reHoTun (1,2,3), KPOBb, Kau. 2 Kau. 5 1490
PHK BI'C, pacwmpeHHoe reHoTunupoBaHue (1a, 1b, 2, 3a,
12.9.D3 A26.05.019.004 4, 5a, 6), kpoBb (BkmiodaeT PHK BIC kau.) 2 Kau. 7 2445
PHK BI'C, pacluvpeHHoe reHoTunnpoBaHue
12.9.01 A26.05.019.005 (1a,1b,2,3a,4,5a,6), kpoBb (BkntovaeT PHK BI'C konwuy.) kon. 7 4335
Fenatut D
12.10.A1.202 A26.05.023.001 PHK Bupyca renatuta D, KpoBb, kau. 2 Kau. 5 800
12.10.A3 A26.05.023.002 PHK Bupyca renatuta D, KpoBb, Konuy. 2 Kon. 5 855
Fenatnut G
12.11.A1.202 |A26.05.026.001.001 |PHK Bupyca renatuta G, KpoBb, Kau. 2 Kau. 7 695
BUY
12.18.A1.202 A26.05.021.001.001 |*PHK BAY | Tuna, kpoBb, kau. 2 Kau. 3 4 955
12.18.A2.202 A26.05.021.005 *PHK BWY | Tvna, KpoBb, KONy, 2 KOn. 3 5310
*OpHoBpeMeHHoe onpeaenexnne OHK Bupyca renatuta B,
12.21.01.202 A26.05.020.004 PHK Bupyca renatuta C, PHK BUY | tTuna, kpoBb, kau. z kad. 5 4 865
. *PekomeHayeTcsi caaBaTb COBMECTHO C UCCNefoBaHNeM
Ha aHTUTena n aHTureHsl kK BUY
Bupyc npoctoro repneca | u Il Tuna
12.14.A1.202 A26.05.035.001 ﬂ'.HK Bupyca npocroro repneca |, |I una (Herpes simplex 57(1), 56(1), 2 Kau. 3 450
virus |, Il), KpoBb, kau.
13.19.A1.900  |A26.06.045.001.002 'a::; ?)”pyca npoctoro repneca | mna (Herpes simplex |, ,, , Kau. 1 285
13.19.A4.900  |A26.06.045.001.001 | RHK BMPyca mpocroro repneca | Tuna (Herpes simplex .., , kon. 1 405
virus ), KonnyecTBeHHO
13.19.A2.900  |A26.05.035.001.006 51":]'; ?I‘;'pyca npocroro repneca Il Tuna (Herpes simplex |, ., Kau. 1 285
13.19.A5.900  |A26.05.035.002.005 | AHK BMpyca mpoctoro repneca Il wna (Herpes simplex |, , kon. 1 405
virus Il), konu4yecTBeHHO
13.19.A3.900 A26.05.035.003 H.HK Bmpyca npoctoro repneca | u |l Tunos (Herpes 2, 56(1), 57(1) Kau. 1 335
simplex virus | v Il)
Bupyc repneca VI tTuna
12.15.A1.202 A26.05.033.001 [HK Bupyca repneca VI Tuna (Human Herpes virus VI), 2,570) Kau. 3 450
KPOBb, Kau.
12 15.A2 A26.05.033.002 [HK Bupyca repneca VI Tuna (Human Herpes virus VI), ) von. 3 675
KPOBb, KONWY.
13.20.A1.900 A26.06.047.001.001 [AHK Bupyca repneca VI Tuna (Human Herpes virus VI) 2 Kau. 1 350
13.20.A2.900  |A26.06.047.001.002 | P BUPYCa repneca Vi tuna (Human Herpes virus VI), |, Kon. 1 405
KONMNYECTBEHHO
Bupyc repneca VIl tTuna
12 26.A1.202 A26.05.024.003 [HK Bupyca repneca VIl Tuna (Human Herpes virus VII), ) Kau. 7 1100
KpPOBb, Kau.
13.46.A1.900 A26.05.024.002 [HK Bupyca repneca VIl Tuna (Human Herpes virus VII) |2 Kau. 7 1040
Bupyc repneca Vil Tuna
12.31.A1.202 A26.05.024.001.001 [HK Bupyca repneca 8 tnna (Human Herpes virus VIII) vau. 10 650
KPOBb, Kau.
LinTomeranoBupyc
12.13.A1.202 A26.05.017.001 [HK untomeranosupyca (Cytomegalovirus), KpoBb, kady. |2 57(1), 56(1) Kau. 3 450
12.13.A2.202 A26.05.017.002 'EOT:I:‘”TOMera”OB”pyca (Cytomegalovirus), kpose, 2 Kor. 3 635
13.18.A1.900 A26.08.058.001.004 [AHK untomeranosupyca (Cytomegalovirus, CMV) 56(1), 57(1), 2 Kau. 1 305
13.18.A2.900  |A26.08.058.002.001 | BHK unTomeranosupyca (Cytomegalovirus, CMV), 2,56(1) kon. 1 405
KONMNYECTBEHHO
Bupyc kpacHyxu
12.23.A1.202 |A26.07.010.003 IPHK BMpyca kpacHyxu (Rubella virus), kpoBb, Kau. |2, 56(1) Kau. 5 2 070
PecnupartopHble BUPYCHble MHGEKLMUN
13.30.A2.900 A26.08.038.001.001 |PHK Bupyca rpunna A/H1N1 (cBuHou rpunn), (kay.) 2 Kau. 1 1610
13.30.D3.900 A26.08.038.001.002 |PHK Bupycos rpunna A/H1N1,A/H3N2 2 Kau. 1 2165
13.30.D1.900 A26.08.038.001.003 |CeHoTUNMpoBaHune Bupyca rpunna (A/B) 2 Kau. 1 925
OPBW-CkpuH (PHK pecnupaTopHOCMHLUMTMANBHOTO
Bupyca/ PHK metanHeBmoBupyca/ PHK naparpunna
13.30.D2.900 A26.08.020.001.001 |(TunoB 1, 2, 3 n 4)/ PHK kopoHaBupycos/ PHK 2 Kau. 1 2165
puHosupycos/ OHK ageHoBupycos (rpynn B, C n E)/ OHK
6okaBupyca)
57(1), KOBUA M(K), KOBUT
13.30.A4 A26.08.027.001.004 |*PHK kopoHaBupyca SARS-CoV-2 (COVID-19) m(;)).#gﬁlqﬂool’(l’)v KOBMA | Kau. 1 1735
- Cov- - S7(1 KOBYE M OB
50.0.H181 A26.08.027.001.006 PHK KopoHasupyca SARS-CoV-2 (COVID-19, pesynetar A(P), TOT-100, KOBIA Kau. 1 1735
Ha aHrNUMNCKOM M PYCCKOM $3blKax) P(P), KOBMA P(K), KOBUA
. * BHumanue! CToMmocTb TecTa npu Bble3ae Ha A0M
MOXET oTnm4yaTbes!
Bupyc SnuwreriHa-bapp
12.16.A1.202 A26.05.011.001 E;K Bupyca AnwrTenHa-bapp (Epstein-Barr virus), kpoBb, s701). 2 Kaui. 3 450
12.16.A2.202 A26.05.011.002 ,Eolilslpryca Snureiiria-bapp (Epstein-Barr virus), kpose, 2 Kon. 3 635
13.21.A1.900 A26.08.059.001.001 [AHK Bupyca 3nwreiiHa-bapp (Epstein-Barr virus) 2 Kauy. 1 315
1321.A2.900  |A26.08.059.002.001 | MK BUPYCa Snueiina-Bapp (Epstein-Barr virus), 2 Kon. 1 405
KONMUYECTBEHHO
Bupyc Bapuuenna-3octep
1217.A1.202 A26.05.042.001 ,Epl—(l)l;:mK;;);ca Bapuuenna-3octep (Varicella-Zoster virus), ) Kau. 3 450
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13.22.A1.900 |A26.06.056.003 |J1HK Bupyca Bapuuenna-3octep (Varicella-Zoster virus) |2 Kau. 285
MapBoBupyc

12.22.A2.202 A26.05.032.002 [OHK napsoBupyca B19 (Parvovirus B19), kpoBb, konny.  |56(1). 2 KOf. 635

13.34.A1.900 A26.05.032.003 [OHK napsosupyca B19 (Parvovirus B19) 2, 56(1) Kay. 510
ApeHoBupyc

12.25A1202  |A26.08.022.001.001 |BHK aAerosupyca (tunei 3, 2, 5, 4, 7,12, 16, 40, 41, 48), |, Kau. 1405
KpOBb, Kau.

13.29.A1.900 A26.08.022.002 [OHK apgeHoBupyca (Tunbl 3, 2, 5, 4, 7, 12, 16, 40, 41, 48) |2 Kau. 1215
[duarHoctvka nanunnomasupyca metogom MNLUP

13.1.18.A1 A26.21.008.001.037 |AHK nanunnomasupycos (BI4) 16/18 tunos, 2 Kau., 660
TUNUpoBaHue
[HK nannnnomasupycos (BINY) Beicokoro
KaHUeporeHHoro pucka 14 Tunos (KBM, Tunel 16, 18, 31,

13.11.D1 A26.21.008.001.036 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68), TMNMpOBaHHe, 2 Kon. 2175
KOr.
BM4Y-tect (ROCHE COBAS4800) Bbicokoro
KaHLieporeHHoro pucka (16-68 tunos: 16, 18 ¢

13.23.D5.900 A26.21.008.001.011 onpeneneHmem Tuna, 31, 33, 35, 39, 45, 51, 52, 56, 58, 2, 4,56(1) Kau. 2945
59, 66, 68 6e3 onpepgeneHns TMnNa)
BM4Y-TecT (BekTop-BecT) BbICOKOrO KaHLLEPOreHHOro

13.23.D10 A26.21.008.001.009 |pucka (16-68 Tunos: 16, 18 ¢ onpegeneHnem Tuna, 31, 56(1), 4,2 Kau. 2510
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 cymmapHo)
[HK nanunnomasupycos (BIMN4Y) 14 Tunos (KBM, tunbi 6,

13.23.H1 A26.21.008.001.010 11, 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59), 56(1), 2 Kon. 2175
TUNUPOBaHWE, KOI.
[HK nanunnomaswupycos (BM4Y) 21 tun (KBM, tinel 6, 11,

13.23.H2 A26.21.008.001.015 |16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, |s6(1).2 Kon. 3215
66, 68, 73, 82), TuNupoBaHwe, Kor.

13.23.02.000  |A26.21.008002 | BHK namunnomasupycos (BMH) 6/11 tunos, 2 Kau. 225
TUNUpoBaHue

13.23.03.900  |A26.21.008.001.001 | RHK namannomasupycos (BMH) 6/11 Tunos, 2 kon. 405
TUNMpoBaHue, Konm.

13.23.A1.900 A26.21.008.001.002 |OHK nanunnomasupyca (BIMY) 16 Tvna 2 Kau. 295

13.23.A2.900 A26.21.008.001.003 |AHK nanunnomaeupyca (BMY) 18 tmna 2 Kau. 295

13.24.D1.900  |A26.21.008.001.004 | HHK Manvnnomasupycos (BrH) 16/18 tunos, 2,56(1) kon. 695
TUNUpOBaHWe, Kofl.

13.23.01.900  |A26.21.008.001.00 | AHK namunnomasupycos (BIMH) 31/33 tunos, 2 Kau. 330
TMNYpoBaHue

13.23.D4.900  |A26.21.008.001.006 |HHK Manvnnomasupycos (BrH) 31/33 tunos, s6(1). 2 kon. 405
TUNMpOBaHWeE, KOfl.
[HK nanunnomaswupycos (BMY) Bbicokoro

13.23.A3.900 A26.21.008.001.007 |KkaHLeporeHHoro pucka (16-68 Tunos: 2, 56(1) Kau. 865
16,18,31,33,35,39,45,51,52,56,58,59,66,68) cymmapHo
[OHK nannnnomasupycos (BIMNY) Beicokoro

13.23.D6.900 A26.21.008.001.008 |kaHLeporeHHoro pucka 12 tunos (16, 18, 31, 33, 35, 39,  [57(1). 56(1), 2 Kay. 1070
45,51, 52, 56, 58, 59 TMnoB), TMNpOBaHWe

50.0.H45.900 A26.21.008.001.012 [HK nanunnomasupycos (BMY) 4 Tuna (KBM, Tunel 6, 11, 2,561) von. 895
16, 18), TMINMPOBaHWe, Kon.
[HK nanunnomaswupycos (BM4) 14 tunos (KBM, Tunb! 6,

50.0.H49.900 A26.21.008.001.013 {11, 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59), 2,57(1) Kon. 2175
TUNUpoOBaHwe, Kon., C nepecyeToM Ha y.e. Hybrid Capture
[HK nanunnomaswupycos (BM4Y) 21 tun (KBM, tinel 6, 11,

50.0.H85.900  |A26.21.008.001.014 | 1O 18,26, 31,33, 35, 39, 44,45, 51, 52, 53, 56, 58, 59, |, , kon. 3215
66, 68, 73, 82), TuNMpoBaHwue, Korf., C Nepec4YeToM Ha y.e.
Hybrid Capture
Xnamuguu

13.1.A3.900 A26.20.020.005 [HK xnamugum (Chlamydia trachomatis), konmyectseHHo |56(1). 2 Kon. 405

TOM-100(A), TOM-100(T),

13.1.A1.900 A26.20.020.003 [HK xnamugumn (Chlamydia trachomatis) fgg);(gon»wom)ﬂon» Kau. 305
Mukonnasmbl

13.2.A1.900 A26.20.028.003 [OHK mukonnasmbl (Mycoplasma hominis) 57(1), 56(1), 2 Kay. 305

13.2.A5.900 A26.20.028.004 [HK mukonnasmbl (Mycoplasma hominis), Konn4ecTBEHHO |56(1). 2 Kon. 405

TOM-100, 57(1), TON-

13.2.A2.900 A26.20.027.001.002 |AHK mukonnaambl (Mycoplasma genitalium) wTrg)éT:bg(el((;),zTorl—100(A). Kau. 305

13.2.A4.900 A26.20.027.003  |BHK mukonnasmel (Mycoplasma genitalium), 2.56(1) kon. 405
KOJIN4YeCTBEHHO

50.0.H65.900 A26.21.032.003 AHK xnaw,qo@mn Y MUKOMNasm (Chlamydophlla 2 Kay. 855
pneumoniae, Mycoplasma pneumoniae)
Ypeanna3smbl

13.3.A1.900 A26.20.029.008 [OHK ypeanna3smbl (Ureaplasma urealyticum) 56(1), 57(1), 2 Kay. 305

13.3.A5.900 A26.20.020009  |PHK ypeannasmi (Ureaplasma urealyticum), 2.56(1) kon. 405
KOJIN4YeCTBEHHO

13.3.A2.900 A26.20.029.007 [OHK ypeanna3smbl (Ureaplasma parvum) 57(1), 56(1), 2 Kay. 305

13.3.A6.900 A26.20.029.006 [HK ypeanna3msl (Ureaplasma parvum), KONU4eCTBEHHO |56(1), 2 Kon. 425

13.3.A3.900 A26.20.029.003 OHK ypeannasmbl (Ureaplasma species) 57(1), 2, 56(1) Kau. 305

13.3.A4.900 A26.20.029.010 [HK ypeanna3mbl (Ureaplasma species), KonmyecTBeHHo |56(1), 2 Kon. 425
FapaHepennbi

13.4.A1.900 |A26.20.030.002  |[AHK raparepennel (Gardnerella vaginalis) 2, 57(1), 56(1) Kau. 305
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13.4.A2.900 72620030003  |BHK rapanepennui (Gardnerella vaginalis), s6(1) 2 Ko 405
KONMNYECTBEHHO
Heiiccepun
13.6.A1.900 A26.21.024.001 [OHK roHokokka (Neisseria gonorrhoeae) 57(1), 2, 56(1) Kau. 305
13.6.A2.900 A26.21.024.002 [HK roHokokka (Neisseria gonorrhoeae), KONMYECTBEHHO |2, 56(1) Kon. 405
TpenoHeMbl
13.5.A1.900 |A26.20.025.002 |)J,HK 6negHou TpenoHembl (Treponema pallidum) 2, 56(1) Kay. 285
Muko6akTepuu
12.6.A1.202 £26.05.047.001.001 |AHK Mykobakrepum TyBepkynesa (Mycobacterium 2 Kau. 470
tuberculosis), kpoBb, kau.
13.8.A1.900 A26.09.080.002 AHK MVIKO(?aKTepVIVI Tybepkynesa (Mycobacterium 2 Kau. 325
tuberculosis)
Kokntow
[OHK Bo3byauTenen
13.31.D1.900 A26.08.050.002 KOKJ'IIOLL'Ia/I'IapaKOKJ'IIOLIJa/ﬁpOHXO?eI'ITI/IKOSa (Bordetella Kau. 1205
pertussis/Bordetella parapertussis/Bordetella
bronchiseptica)
Jlucrepun
12.4.A1.202 A26.05.037.001 [OHK nuctepuu (Listeria monocytogenes), kpoBb, Kau. 56(1), 2 Kay. 450
13.13.A1.900 A26.05.037.003 OHK nuctepuu (Listeria monocytogenes) 56(1), 2 Kau. 635
CTpenToKOKKM
13.11.A2.900 A26.20.021.001 [OHK ctpenTokokkoB (Streptococcus species) 2 Kau. 560
13.11.A3 A26.01.026.003 [HK ctpenTokokka (Streptococcus pyogenes) 2 Kay. 675
13.38.A1.900 A26.20.021.002 [OHK ctpentokokka (S. agalactiae), kon. 2 KOf. 765
Xenukob6akrepbl
13.9.A1.101 |A26.19.070.001 I,EI,HK xenvkobakrepa (Helicobacter pylori) |2 |Kaq. 625
MHeBMOLMUCTLI
13.37.A1.900 |A26.08.061.002 I,EI,HK nHeBmoumncTbl (Pneumocystis jirovecii (carinii)) |2 |Kaq. 1205
NUP-gnarHoctuka rpu6oB
13.15.A1.900 A26.21.055.001 [OHK kangnapbl (Candida albicans) 56(1), 2A, 57(1) Kau. 305
13.15.A2.900 A26.21.055.002 [HK kangnabl (Candida albicans), konu4yecTBeHHO 2A, 56(1) KOI. 405
13.15.D01.900 A26.21.055.004 AHK rpuGos POAA KaHANAE! (Candida albicans/Candida 56(1), 2, 2A Kau. 480
glabrata/Candida krusei) c onpegeneHvem tnna
TunuposaHwue rpubos, pacwmpeHHbii (Candida albicans,
Fungi spp, Candida krusei, Candida glabrata, Candida
50.0.H117.900 A26.21.055.005 tropig::ali")sF,)Candida parapsilosis, Cangida famata, Candida 2. %8 Ka. 1235
guilliermondii)
13.52.D1 2601030002 |BHK rpubos Aepmatocputos (Trichophyton, 2 Kau. 2415
Epidermophyton, Microsporum)
13.52 A1 A26.21.055.006 Mwuko3oCkpuH (Tnnposanune OHK Candida, Malassezia, ” von. 3205
Saccharomyces n Debaryomyces)
TpuxomoHaabl
13.17.A1.900 A26.20.026.003 [OHK tpnxomoHagb! (Trichomonas vaginalis) 2, 57(1), 56(1) Kau. 305
13.17.A2.900 A26.20.026.004 [HK TpuxomoHage! (Trichomonas vaginalis), ss(1). 2 von. 405
KONIMYECTBEHHO
Tokconnasma
12.5.A1.202 A26.05.013.001.001 [AHK Tokconna3smsel (Toxoplasma gondii), kpoBb, kau. 2, 56(1) Kau. 450
13.16.A1.900 A26.05.013.002 [HK Tokconnaswmsl (Toxoplasma gondii) 56(1). 2 Kau. 285
13.16.A2.900 A26.05.013.003 [HK Tokconnasmbl (Toxoplasma gondii), KONM4eCcTBEHHO |56(1). 2 Kon. 405
FenbMUHTbI U NpocTenLune
MpoToCkpuH (BbisBneHne OHK npocteniwmx B kane
13.36.D2 A26.19.010.002 MeToziom IleP: Lamblia (G!grdla) |ntest|na||§, Blastocystis ) Kau. 2685
hominis, Dientamoeba fragilis, Isospora belli,
Cryptosporidium parvum, Entamoeba histolytica)
F'enbMoCkpuH (BbisiBneHne OHK renbMuHTOB B kane
13.34.D2 A26.19.010.003 metopom MLIP: Ascaris lumbricoides, Enterobius 2 Kau. 2 570
vermicularis, Opisthorchis felineus, Taenia solium,
Diphyllobothrium latum)
JQHTepoBUpyc
13.25.A1.101 A26.19.072.001.001 |PHK aHTeposupyca (Enterovirus), kan 2 Kau. 625
13.25.A1.900 A26.23.029.001.001 |PHK aHTeposupyca (Enterovirus) 2 Kau. 870
PortaBupyc Au C
13.26.A1.101 |A26.19.074.002  |PHK porasupycos (Rotavirus) A 2 [kau. 725
Hoposupyc 1 1 2 Tunos
13.28.A1.101 [A26.19.075.002  |PHK Hoposupycos (Norovirus) Il Tuna 2 [kau. 835
KuweuHan nanoyka
OwnaporenHble E.coli (OHK aHTeponaToreHHbIx E. coli/
HK sHTepoTokcureHHbix E. coli/ JHK aHTeponHBa3nBHbIX
13.14.D1.101 A26.19.069.001 E o/ ,EalK oHTeporMOppAAG (ﬂw e coIFi)/ i 2 Kau, 2405
3HTepoarrperatnBHbIx E. coli)
CanbMoHennbl
13.14.A1.101 |A26.19.064.002 I,ELHK canbMoHenn (Salmonella species) 2 Kau. 625
WUepcunuun
13.14.A5.101 A26.19.067.002 AHK BO36yﬂMTen;.‘ noesnoTyGepkynesa (Yersinia 2 Kau. 625
pseudotuberculosis)
KuiweyHble naHenun
OKW-TecT (Shigella spp./ Salmonella spp./ Campylobacter
60.30.H31.101 AA26.19.063.001.001 spp./ Aden(ovirgs F/ Rpc?tavirus A NorO\E)i‘r)us 2/ Ars?lrovirus) 22070 Kad. 2540
13.14.D3 A26.19.074.003 | POTaBUPYCOB, HOPOBMPYCOB, aCTPOBUPYCOB 2 Kau. 1445
(Rotavirus/Norovirus/Astrovirus) B kane
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Bo36yauTenu kneweBbiX MHGEKLNIA

MLIP-anarHocTuka KneweBbIX MHgeKunii Bo3dyauTenen
6oppenuosa (Borrelia burgdorferi), MoHounTapHoro

*

*Kaxxgbii noceB ohopmnseTcs 0TAeNbLHON 3asBKON.

12.31.D1 A26.05.053.002 L f 2 Kau. 4 3775
apnuxuosa (Ehrlichia chaffeensis) n anannasmosa
(Anaplasma phagocytophilum), kpoBb, Kau.
12.31.A3 A26.05.053.003 MLUP-gnarHoctuka kneweBoro aHuedanuTa, KpoBb, kay. |2 Kay. 4 1125
BuoueHo3bI
BbisiBNeHWe reHoB pe3nCTEHTHOCTY K FMMKONenTUAHBIM 1
13.7.A1 A26.30.032.005 6eTa-nakTamHbIM aHTMGKMOTMKaM y GakTepuit (BakPe3ncTa [2A 13 Kau. 10 3695
GLA)
13.7.A2 A26.20.032.009 demodpriop Il 2A, 56(1) Kor. 5 4 295
13.7.A3 A26.08.062.001.001 BoisiBnenve [JHK ycnoBHo-naToreHHbIx 6aktepuit, (B o 1 6 250
BakCkpuH YIM
13.44.D3.900 A26.20.032.007 PropockpuH 56(1), 2A, 57(1) Kor. 6 1610
50.0.H42.900 A26.20.032.003 demodpnop-8 (OHK) 56(1), 2A, 57(1) Kon. 5 1610
50.0.H43.900 A26.20.032.005 demodpriop-16 (OHK) 2A, 56(1), 57(1) KOf. 5 2 610
50.0.H41.900 A26.20.032.004 PEMOSPJIOP CkpuH-12 (AHK) 56(1), 57(1), 2A KOf. 5 2330
13.44.D1.900 A26.20.032.006 PropockpuH - 6akTepuasnbHbIii BarmHo3 2A, 56(1), 57(1) Kor. 6 1365
13.44.D2.900  |A26.20.032.008 ﬁg‘ﬁ/‘l’;’)‘”‘p"‘” - KOMMIIBKCHO® MCCMIEAOBARNE (BRIKONACT |, ) o) Kon. 6 1915
13.32.D4 A26.05.016.016 KonoHo®nop (konnyectBeHHOe onpedeneHne coctasa o von. 8 5045
MUWKPOBWOTBI TONCTOro KuLieyHrka metogom MLIP)
13.32.05 B03.016.010.002 OHTepodnop (Mccne,qosaHmEe cocTaBa MUKpPOBUOTbI o von. 8 5305
TOJICTOrO KuLWeYHvKa y geten fo 14 net metogom MUP)
13.48.D1.900 A26.21.036.003 AHgpocnop ckpuH 2A Kof. 5 2 345
13.48.D02.900 A26.21.036.004 AHgpodnop 2A, 57(1) KOI. 5 3835
MaHenun
KomnnekcHoe nccnegosanune JHK MeHUHrokokka,
13.32.D2 A26.05.045.001.001 reMQd)V.IJ?Ib.HOVI nanquV!’ CTPenTOKOKKa (Neisseria Kau. 3 2 540
meningitidis, Haemophilus influenzae, Streptococcus
pneumoniae) , kay
50.0.H107.900 B03.014.021 MLUP-12, konn4yecTBeHHO 56(1), 2 KOn. 1 4 365

MWKPOBWUOJIOM'MYECKUE UCCITIENOBAHUA

*Mpun nony4yeHMn pocta HOpManbHON MUKPONOpPbI
onpepgerneHne aHTMGNOTUKOYYBCTBUTEIIBHOCTU He
npon3BoanTCS

MNMoceBbl HA MMKPOYNIOPY OTAENAEMOro YPOreHUTanbLHOro Tpakra

14.11.A1.900

A26.21.014.010

MoceB Ha MUKPOCHIIOPY OTAENSIEMOTO YPOreHUTanbHoro
TpaKTa XeHLUMHbI C ONpeaeneHneM YyBCTBUTENbHOCTH K
OCHOBHOMY CNEKTPY aHTUGMOTUKOB, B T.4. KaHAUAA

57(1), 13, 56(1)

n/kon.

1265

14.11.A2.900

A26.21.014.003

[MoceB Ha MMKPONOPY OTAENAEMOro YporeHUTanbLHoro
TpaKTa XXeHLLUMHbI C onpeAeneHnemM YyBCTBUTENbHOCTU K
pacLUMpeHHOMY CMeKTpYy aHTUBMOTUKOB, B T.4. KaHAUAA

56(1), 13, 57(1)

n/kon.

1690

14.11.A3.900

A26.21.014.004

[MoceB Ha MMKPOOPY OTAENAEMOro YporeHUTansLHoro
TpaKTa XeHLUMHbI C onpeaeneHneM YyBCTBUTENBHOCTU K
OCHOBHOMY CMeKTpy aHTMBMOTHKOB 1 BakTepuodaram, B
T.4. KaHAMAA

56(1), 13

n/kon.

1455

14.11.A4.900

A26.21.014.005

[MoceB Ha MMKPOOPY OTAENAEMOro YporeHUTansLHoro
TPaKTa XeHLUUHbI C onpeAeneHnemM YyBCTBUTENbHOCTU K
pacLUMpeHHOMY CMeKTpy aHTUBUOTUKOB U
6akTepuodbaram, B T.4. kKaHaMAA

57(1), 13, 56(1)

n/kon.

1775

14.1.A5.900

A26.20.008.001

WccneposaHue Ha BuoLeHo3 Bnaranuiia (amarHoctuka
6akTepranbHOro BarmHo3a)

57(1), 13, 56(1)

n/kon.

1620

14.2.A1.900

A26.21.014.011

[MoceB Ha MMKPOOPY OTAENAEMOro YporeHUTansLHoro
TpakTa My>X4/Hbl C onpeaeneHnem YyBCTBUTENBHOCTU K
OCHOBHOMY CMeKTpy aHTMBMOTHKOB, B T.4. KaHAWAA

n/kon.

1265

14.2.A2.900

A26.21.014.006

MoceB Ha MUKPOCHIIOPY OTAENSEMOTO YPOreHUTanbHoro
TpakTa MyX4uHbI C ONpeaeneHueM YyBCTBUTENbHOCTH K
pacLUMpeHHOMY CMEeKTPY aHTUBMOTUKOB, B T.4. KaHAMAa

57(1), 13

n/kon.

1680

14.2.A3.900

A26.21.014.007

MoceB Ha MUKPOCHIIOPY OTAENSEMOTO YPOreHUTanbHoro
TpakTa MyXX41HbI C ONpeaeneHueM YyBCTBUTENbHOCTH K
OCHOBHOMY CMEKTpY aHTUBMOTUKOB 1 GakTepuodaram, B
T.4. KaHaMaa

n/kon.

1455

14.2.A4.900

A26.21.014.008

MoceB Ha MUKPOGNOPY OTAENAEMOro yporeHMTanLHoro
TpakTa MyX4uHbl C onpeaeneHnem YyBCTBUTENbHOCTM K
pacLIMpeHHOMY CMeKTPY aHTUGUOTUKOB U
6akTeprodaram, B T.4. KaHaAMAA

13, 57(1)

n/kon.

1765

MoceBbl Ha MukKonnasmMmy 1 ypeanmnasmy

14.1.D33.900

A26.21.004.001

MoceB Ha mukonnasmy u ypeannasmy (Mycoplasma
hominis, Ureaplasma species) c onpeaeneHnem
YYBCTBUTENIBHOCTU K @aHTMBUOTUKaM

13, 56(1)

n/kon.

1875

MNMoceBbl Ha MUKpPOdhNIOpy OTAensieMoro

14.3.A1.900

A26.30.029.001

MoceB Ha MUKPOCHIIOPY OTAENSEMOro APYrMX OpraHoB U1
TKaHell ¢ onpegeneHnemM YyBCTBUTENbHOCTU K OCHOBHOMY
CNEKTPY aHTUBMOTUKOB, B T.4. KaHAUAA

n/kon.

1365

14.3.A2.900

A26.30.029.003

MoceB Ha MMKpOdopy OTAENAEeMOro Apyrnx opraHoBs u
TKaHewn ¢ onpegeneHnem 4yBCTBUTENbHOCTU K
paclMpeHHOMYy CneKkTpy aHTVI6VIOTVIKOB, B T.4. KaHOnOa

n/kon.

2090
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14.3.A3.900

A26.30.029.002

MoceB Ha MUKPOCHIIOPY OTAENSEMOro APYrMX OPraHoB U1
TKaHell ¢ onpegeneHnemM YyBCTBUTENbHOCTU K OCHOBHOMY
CNeKTpy aHTUBMOTMKOB M BakTepuodaram, B T.4. kaHauaa

n/kon.

1455

14.3.A4.900

A26.30.029.004

MoceB Ha MUKPOCHIIOPY OTAENSEMOro APYrMX OpraHoB U1
TKaHell ¢ onpegeneHnemM YyBCTBUTENbHOCTU K
pacLUMpPeHHOMY CMEeKTPY aHTUBUOTMKOB 1
6akTtepuodparam, B T.4. kKaHaUaa

n/kon.

2215

14.14.D1

A26.09.010.001

KomnnekcHoe nccnegosaHve MokpoTsl (BAJ): noceB Ha
MUKpOdropy C onpefeneHnemM YyBCTBUTENbHOCTU K
OCHOBHOMY CNEKTPY aHTMBMOTMKOB M MUKPOCKONUS Ma3ska

Kau.

1895

14.14.D2

A26.09.010.002

KomnnekcHoe nccnegosaHve MokpoTsl (BAJ): noceB Ha
MUKpoOdropy C onpefeneHnemM YyBCTBUTENbHOCTU K
OCHOBHOMY CNeKTpy aHTMBnoTnKoB, 6akTepnodaram u
MWKPOCKOMUS Maska

Kau.

1935

14.14.03

A26.09.010.003

KomnnekcHoe nccnegosaHve MokpoTsl (BAJ): noceB Ha
MUKpOdropy C onpeferneHnemM YyBCTBUTENbHOCTU K
pacLUMpeHHOMY CreKTpy aHTUBMOTUKOB U MUKPOCKOMUS
Maska

Kau.

1965

14.14.D4

A26.09.010.004

KomnnekcHoe nccnegosaHve MokpoTsl (BAJ): noceB Ha
MUKpoOdropy C onpefeneHnemM YyBCTBUTENbHOCTU K
pacLUMpeHHOMY CrekTpy aHTMBnoTukoB, 6akTepuodaram
1N MUKPOCKONUSI Maska

Kau.

2025

MNMoceBbl Ha MUKpodnopy (AbixaTensHble nyTh U JIOP-opraHbl)

14.4.A1.900

A26.09.010.008

MoceB Ha Mukpodnopy otaensiemoro JIOP-opraHoB ¢
onpegeneHnem 4yBCTBUTENbHOCTU K OCHOBHOMY CMNEKTPY
aHTMBMOTUKOB, B T.4. KaHAnAa

57(1), 13

n/kon.

1265

14.4.A2.900

A26.09.010.005

MoceB Ha mukpodnopy otaensiemoro JIOP-opraHoB ¢
onpeaeneHnemM YyBCTBUTENBHOCTU K pacluMpeHHOMY
CNEeKTPy aHTUBMOTUKOB, B T.4. KaHAMAA

57(1), 13

n/kon.

2090

14.4.A3.900

A26.09.010.006

MoceB Ha Mukpodnopy otaensiemoro JIOP-opraHoB ¢
onpegeneHnem 4yBCTBUTENbHOCTU K OCHOBHOMY CNEKTPY
aHTUOMOTMKOB 1 BakTepnodparam, B T.4. kKaHAMAA

13, 57(1)

n/kon.

1455

14.4.A4.900

A26.09.010.007

MoceB Ha Mukpodnopy otaensiemoro JIOP-opraHoB ¢
onpegeneHnemM 4yBCTBUTENbHOCTU K paclUUpeHHOMY
CnekTpy aHTMBMoTHKOB 1 BakTepuodparam, B T.4. kaHanAa

13, 57(1)

n/kon.

2330

MoceBbl Ha MUKPOopy (KOHBLIOHKTUBA)

14.5.A1.900

A26.26.004.001

MoceB Ha MUKPONOPY OTAENSAEMOrO KOHbIOHKTUBBI C
onpegeneHnem YyBCTBUTENBbHOCTU K OCHOBHOMY CMEKTPY
aHTMBMOTUKOB, B T.4. KaHAuAa

n/kon.

1265

14.5.A2.900

A26.26.004.002

Moces Ha MVIKpOCbI'IOpy oTaensdAemMoro KOHbHHKTUBbI C
onpegeneHneM 4yBCTBUTESIbHOCTU K pacllMpeHHOMY
CNekKkTpy aHTMOMOTUKOB, B T.Y. KaHAMAA

n/kon.

2090

14.5.A3.900

A26.26.004.003

MoceB Ha MUKPOCNOPY OTAENSAEMOrO KOHbIOHKTUBbI C
onpepeneHnem YyBCTBUTENBbHOCTU K OCHOBHOMY CMEKTPY
aHTU6MOTHKOB 1 BakTepnodparam, B T.4. kKaHAMAA

n/kon.

1455

14.5.A4.900

A26.26.004.004

MoceB Ha MUKPONOPY OTAENSAEMOrO KOHbIOHKTUBbI C
onpegeneHmem YyBCTBUTENbHOCTU K pacLLMPEHHOMY
CneKTpy aHTMBMoTHKOB 1 BakTepuodparam, B T.4. kaHanaa

n/kon.

2215

MoceBbl KPOBU U BUONIOrMYECKUX XKUAKOCTEN

14.7.A1.900

A26.05.001

MoceB KPOBM Ha CTEPUNBHOCTL C ONpeaeneHnem
YYBCTBUTENILHOCTU K aHTUBUOTMKAM (Ka4eCTBEHHOe
orpeferneHve HamMyns MUKPOOPraHM3MoB)

16Y, 13A, 16(1)

Kau.

10

3775

14.7.A4

A26.05.001

MoceB KPOBM Ha CTEPUNBHOCTL C aBTOMaTUYECKOMN
aHTubmoTtukorpammont Ha VITEK2

16Y, 16(1), 13A

n/kon.

10

4975

MoceBbl Ha oTAeNnbHbIE MUKPOOpPraHu3mbl

14.8.A2.900

A26.08.001.001

Moces Ha andTepuinHyto nanoyky (Corynebacterium
diphtheriae, BL)

n/kon.

805

14.1.A8.900

A26.05.044.003

MoceB Ha remodpunbHyto nanoyky (Haemophylus
influenzae) ¢ onpegeneHnem 4yBCTBUTENBHOCTM K
OCHOBHOMY CMeKTpY aHTMBMOTUKOB

n/kon.

1325

14.8.A1.900

A26.08.015.001

MoceB Ha NMoreHHbIN CTPENTOKOKK (Streptococcus
pyogenes) ¢ onpefeneHmem HYyBCTBUTENBHOCTMN K
aHTU6MoTUKaM

n/kon.

2305

14.8.A3.900

A26.01.001.003

MoceB Ha GeTa-reMonUTUYECKUin CTPEMNTOKOKK rpynmnbl B
(S. agalactiae) c onpegeneHnem 4yBCTBUTENBHOCTU K
OCHOBHOMY CMeKTpY aHTMBMOTUKOB

13, 56(1)

n/kon.

2305

14.12.A5.900

A26.01.001.004

MoceB Ha 30Mn0TUCTLIV cTadmnokokk (Staphylococcus
aureus) ¢ onpeaeneHnemM YyBCTBUTENBHOCTY K
aHTU6MoTUKaM

n/kon.

1235

MoceBbl Ha MUKpodnopy (kenys)

14.13.A1

A26.14.002.001

MoceB xenun Ha MUKPodopy € onpeaeneHnem
YYBCTBUTENBHOCTY K PacLUMPEHHOMY CNEKTPY
aHTMbMoTukoB 1 HakTeprodaram

Kau.

1445

MoceBbl Ha rPUGHI

14.1.9.D1

A26.25.004.001

Moces Ha rpubbl poaa Acneprunnel (Aspergillus spp.) 6e3
onpegeneHnsa 4YyBCTBUTENbHOCTU K aHTUMUKOTUKAM
(Maskm co cnnsncTon obonoykn 1 KoXu, oTAensieMoe yxa,
MOKpOTa)

Kau.

895
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Moces Ha rpubbl poga kaHanaa (Candida) ¢
14.1.A6.900 A26.19.009.001 naeHTuuKaumen 1 onpeaeneHneM YyBCTBUTENBHOCTU K |16(1), 13A, 16Y n/kon. 8 1070
AHTUMMKOTUYECKMM npenapaTam
50.0.H145 A26.01.010.001 Moces Ha rpnbii (8036yauTeny Miko3os) (6e3 16Y, 13A, 16(1) Kay. 30 3905
onpeaeneHns YyBCTBUTENBHOCTU K aHTUMUKOTUKaM)
MNMoceBbl kana (Bknto4aa aAuc6akrepmos)
MoceB Ha Bo3byauTenen kuwe4YHom nHgekumnm
14.12.A3.900 A26.19.080.001 (canbMoHennbI, WWUrensnbl) ¢ onpeaeneHnem 57(1), 16Y, 16(1), 13A Kau. 8 1265
YYBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY aHTUBMOTUKOB
14.12.A6.900 A26.19.004.003 MoceB Ha MEPCUHUN C ONPE/ENIEHNEM HYBCTBUTENBHOCTH | . Kau 14 1385
T T K OCHOBHOMY CMEKTPY aHTUOMOTUKOB )
14.12.A2.900  |A26.05.016.001.001 |B/ICOBKTEPUO3 C ONPEAETIEHMEM HYBCTBUTENILHOCTU K |,y n/kon. 7 2575
B6akTeprodaram
14.12.A1.900 A26.05.016.001.002 AP SETTEIEIES G 2 AT Y EE e EREm 13A, 57(1) n/kon. 7 3090
aHTMbroTukam n bakrepuodaram
MoceBbl Ha Mukpodnopy (Moua)
MoceB MouM Ha MUKpobropy ¢ onpeaeneHnem
14.6.A1.900 A26.28.003.004 YyBCTBUTENMBHOCTN K OCHOBHOMY CMEKTPY aHTUBMOTUKOB, B [16(1). 57(1), 13A, 16Y n/kon. 7 1265
T.4. KaHAUAA
MoceB MouM Ha MUKpObopy C onpeaeneHnem
14.6.A2.900 A26.28.003.001 YyBCTBUTENBHOCTU K PACLUMPEHHOMY CNEKTPY 16Y, 13A, 57(1), 16(1) n/kon. 7 2090
aHTMBWMOTVKOB, B T.4. KaHAUAA
MoceB MouM Ha MUKpodbriopy ¢ onpeaeneHnem
14.6.A3.900 A26.28.003.002 YyBCTBUTENBHOCTN K OCHOBHOMY CMEKTPY aHTUOMOTUKOB 1 [13A, 16(1), 16Y n/kon. 7 1455
6akTepviodaram, B T.4. KaHAMAA
[MoceB MoO4n Ha MUKPOOPY C onpeaeneHnem
14.6.A4.900 A26.28.003.003 YYBCTBUTENBHOCTU K PaCcLLMPEHHOMY CMeKTpy gg 1600, ST 1A TEY. o, 7 2330
aHTU6MOTHKOB 1 BakTeprodparam, B T.4. kKaHAWAA
Mpoyne MukpoGuonormyeckme uccrnesoBaHuUA
14.1.99.A1 B03.016.016.004 | CNPeASNSHUS MukpobuoLieHosa meTonom XMC (MCMM) |, Kon. 6 8 040
no Ocwunosy I".A. (Megbaswuc)
Onpepgenenne mukpobuoueHosa metogom XMC (MCMM)
23.9.A1 B03.016.016.001 fo Ocunosy IA. (AHanuTTokcw) 57(1), 29 Kon. 6 8 040
MoceB ¢ aBTOMaTUYECKON aHTUBUOTUKOrPAMMOWA U
14.99.A1 B03.016.016.003 naeHTudukaumeinn mmkpoopraHnamos MALDI-TOF MS'y  [13,57(1) Kon. 4 4200
neten
MoceB ¢ aBTOMaTUYECKON aHTUBMOTUKOrPAMMONA 1
57(1), 13
14.99.A2 B03.016.016.002 naeHTudukaumen mmkpoopradnamos MALDI-TOF MS 0 Kon. 4 4200
UmmyHoxpomaTorpacdmyeckue (UXA) akcnpecc-uccnegoBaHus
27.1.A1.101 A26.19.096.001 Kl/latj_(l:ge,qoaaHme aHTUreHa nambnui (Giardia intestinalis) B 16(1), 16, 16 Kau. 1 1090
27.1.A2.101 A26.19.020 g;gj:ic)aﬂo;ineme aHTUreHa xenukobaktepa (Helicobacter 16, 57, 16(1), 16 Kau. 1 1090
27.1.A3.101 A26.19.081.001 MpgngnoaaHme Kana Ha TokcuHbl knoctpuami (Clostridium 16(1), 16, 16 Kau. 1 2500
Difficile) An B
27.1.A4.101 A26.19.089.001 PoTasupyc (obHapyxeHue aHTureHa B kane), UXTA 16, 16(1), 16Y Kau. 1 725
Wccneposanune aHTUreHa kuwieyHon nanodku E.coli
16Y, 16(1
6.2.A14 A26.19.093.001 O157:H7, UXTA (1) Kau. 4 2235
6.2.A19 A26.19.090.001 ApneHoBupyc (obHapyxeHve aHTureHa B kane), UXIrA 16(1), 16Y, 16 Kau. 1 1090
27145401 |mszsoto  (ATareH neronennel (Legionela preumophis) e o0 1. 10 2 4025
NMoceB Ha MUKpodnopy (rpyAHOE MONoKo)
MoceB rpyAHOro Momnoka Ha MUKpodnopy ¢
14.1.13.A2 A26.30.009.001 onpefeneHnem YyBCTBUTENbHOCTU K pacLUMPEHHOMY 13 n/kon. 7 1395
CNEKTPY aHTUBMOTUKOB, B T.Y. KaHAMAA
MoceB rpyAHOro Moroka Ha Mukpodnopy ¢
14.1.13.A1 A26.30.009.002 onpegeneHmem YyBCTBUTENbHOCTU K OCHOBHOMY CMeKkTpy (13 n/kon. 7 1265
aHTUBMOTUKOB, B T.Y. KaHAUAA
LUTONOIMMYECKUE UCCINEOOBAHUA
LinTonornyeckue nccneaoBaHus
15.0.D1.309 A0B.20.012 LiuTonornyeckoe nccrnepgosaHue otaensieMoro . Kau. 3 675
Bnaranumua
15.0.D2.310 A08.20.017 LinTonornyeckoe nccnegoBaHve cockoba c Luenkn maTtku |4 Kau. 3 715
15.0.03.311 A0B.20.017.001 LiuTonornyeckoe nccnepgosaHue cockoba ns . vau 3 715
T B LiepBMKanbHOro kaHana :
15.0.015.301 A08.20.017.003 umtonormquKoe vccnesjoBaHne cmellaHHoro cockoba ¢ |, Kau. 3 675
LUENKN MaTKU 1 U3 LiepBMKaribHOTO KaHana
15.0.04.111 A0B.20.004 H:Is;ormqecme vccnefoBaHue acnupara 3 nonoctu . Kau. 3 675
15.0.D5.102 A08.09.011 LinTonornyeckoe nccnegosaHme MOKpOThbI 4 Kau. 3 675
15.0.D6.603 A08.09.010 LinTonornyeckoe nccnegoBaHve nnespanbHON XUAKOCTU |4 Kau. 3 675
15.0.D7.605 A08.30.031.002 i:;‘;gg;'”ecme VccrenoBaHne nepykapamansHoi 4 Kau. 3 675
15.1.D28 A08.30.031.003 LinTonoruyeckoe nccnegoBaHve acUMTUYECKON XUOKOCTH |4 Kau. 3 675
15.0.010.703 A08.30.003.001 LinTonornyeckoe vccrenoBaHne NyHKTaToB APYrux . xau 3 675
o ) T OpraHoB W TKaHew )
15.0.D8.701 A08.20.015.003 )I:(lgl;(;z;rmqewoe uccnefoBaHue NyHKTaToB MOMOYHOM . Kau. 3 675
15.0.09.701 A08.20.015.002 ig;gj;:lmqecme VCCrefjoBaHNE OTAENSIEMOrO MOMOYHON |, Kau. 3 675
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15.0.D019.313

A08.16.007.001

LiuTonornyeckoe nccnegoBaHme aHA0CKOMUYECKOTO
martepuana Ha Helicobacter pylori

Kau.

675

15.0.D011.313

A08.17.002.001

L',MTOJ'IOFW-ISCKOS nccnegoBaHne 3HOOCKoONM4Yeckoro
Martepuana

Kau.

675

15.0.D012.120

A08.17.002.002

Ll,VITOJ'IOI'VILIeCKOE nccnegosaHne matepuana,
NoJTIy4eHHOro npu Xmpyprin4ecknx BMeLlaTenbCTBax

Kau.

675

15.0.D024.121

A08.28.012.001

LinTonornyeckoe uccnegosaHve ocagka Movun

Kau.

675

15.0.09.702

A08.22.004

Ll,VITOJ'IOI'VI‘-'IeCKOS nccnegoBaHue NyHKTaToB LLIMTOBWOHOW
xenesbl

Kau.

675

15.0.D023.122

A08.01.002

LinTonornyeckoe uccnegosaxHue HOBOOﬁpa3OBaHMl71 KOXHn

Kau.

675

15.0.D13.121

A08.30.028.001

LinTonornyeckoe nccnegosaHvue cockoboB 1 0TNeYaTKkoB

Kau.

675

15.1.D25

A08.30.007.009

MepecMOTp roToBbIX LMTONOMMYECKUX NpenapaTos
(BTOpPOE MHEHKE), 1 nokyc

Kau.

500

15.1.D26

A08.20.017.006

MATl-TecT (uMTONOrMYeCcKoe uccreaoBaHne CMeLLaHHOro
cockoba C ek MaTku 1 LiepBUKanbHOro KaHana)

Kau.

1275

15.1.D18

A08.20.017.005

MATlM-TecT (uMTONOrMYECKOE UCCIeaoBaHNe cockoboB
LUEVIK1 MaTKM 1 LEepBMKaNbHOrO kaHana; 2 crekna)

Kau.

1345

XugkocTHas uutonorus

15.0.D021.900

A08.20.017.002.001

YXngkoctHas umtonorus

4

Kau.

5

1795

15.2.D02

A08.20.015.004

KngkocTHas UMTONorMs NyHKTaToB MOJIOYHON Xenesbl

4

Kau.

5

3160

15.2.D03

A08.22.004.005

JKnaKocTHas UMTONOrMsA NyHKTaToB LLUMTOBUAHOWN Xenesbl

I'vcTonormyeckue nccnefoBaHus

4

Kau.

NMATOMOP®ONOrMYECKMUE UCCITIEOOBAHUA

5

3160

16.0.A25.110

A08.30.046.089

McTonormyeckoe nccnegoBaHne CroXHOro
onepauvoHHOro Matepuana (NpuaaTku, y3nbsl MUOMBI, Ny,
casnbHUK, KOHYC LUENKN MaTKW, Pe3eKLUsi NeYeHH,
Xernyaka, MONOYHOW, LLMTOBUAHOW Kenesbl, yaaneHHas
onyxonb), 1 koHTelHep, LDG

Kau.

8 000

16.1.A71

A08.20.011.004

KomnnekcHoe rucronornyeckoe nccrnefosaHune cockoba
LepBuMKanbHOro kaHana n 6uoncuu wenkn matku (2
KoHTerHepa), LDG

o

Kau.

4230

16.1.A72

A08.03.002.008

MMcTonormyeckoe nccnegoBaHne KOCTHO-XPSALLEBbIX
ob6paszoBaHuin, LDG

Kau.

7 840

16.1.A73

A08.01.001.013

'McTonornyeckoe nccrnefoBaHWe KOXU U MOAKOKHbIX
obpasoBaHuii cnoxHoe (MenaHoma, 6azanvnoma,
nopospenve Ha 3HO koxu, gepmatosbl), LDG

Kau.

4515

16.1.A74

A08.17.001.005

['vcTonormyeckoe nccnegosaHve 6UONCUINHOMO
mMaTtepuana npu uenvakum (go 3 koHTeHepos), LDG

Kau.

4105

16.1.A75

A08.06.002.003

IncTonornyeckoe nccneaoBaHne NUMMaTUYECKNX Y3nos,
LDG

Kau.

8 000

16.1.A76

A08.30.032.001

doTockaHMpoBaHUE MMCTONOrMYECKUX NpenapaTtos, 1
cnyyan, LDG

Kau.

1725

16.1.A77

A08.30.032.002

doTocKaHNpOBaHUE MMCTONOMMYECKuX npenapaTos, 1
cnyyan, Unim

5(U)

Kau.

1265

16.1.A81

A08.30.013.037

'mcToxummyeckasi okpacka (1 ctekno), Unim

5(U)

Kau.

1265

16.1.A82

A08.30.013.038

'cToxmmmyeckas okpacka (2 ctekna), Unim

5(U)

Kau.

2530

16.1.A83

A08.30.013.039

'cToxmmmyeckas okpacka (3 ctekna), Unim

5(U)

Kau.

oo o

3795

16.1.D1

A08.30.046.004.001

I'vcTonornyeckoe nccnegosaHve 6UONCUINHOTO
mMaTtepuana 4 KaT.CroXHOCTU: 3HA0CKoNuyeckue Guoncum,
1 nok., 1 koHTenHep, LDG

Kau.

3135

16.1.D2

A08.30.046.001.001

['vcTonornyeckoe nccnegoBaHve GUONCUINHOTO
(onepauynoHHoro) matepuana 1 kaT. CroXHOCTH
(HeocnoxHeHHble (hopMbl HECTIELMUYECKOTO OCTPOrO
UM XPOHWY. BOCManeHuns, AucTpoguyeckne npouecchl) 1
nok., 1 koHTewHep, LDG

Kau.

3135

16.1.D3

A08.30.046.002.001

'mcTonornyeckoe nccnegosaHve 6GMONCUNHOIO
(onepauyoHHoro) matepuana 2 KaT. CIOXHOCTH
(ocnoxHeHHble hOpMbI HECTIELMPUHECKOTO OCTPOrO UM
XPOHWY. BOCNaneHus, ANCTpodmnyeckue npoLecchbl,
nopoku pa3sutusi) 1 nok., 1 koHTenHep, LDG

Kau.

4740

16.1.D4

A08.30.046.003.001

['vcTonornyeckoe nccnegosaHve GUONCUINHOTO
(onepaunoHHoro) matepuana 3 KaT. CIOXHOCTM (MHdEKL,.
3aboneBaHusi, rpaHyriemMaTo3Hoe Bocr., 6onesHu obmeHa
BellecTB, 4OOpOoKa4YeCcTBEHHbIe HOBOOOpa3oBaHust) 1 nok.,
1 KoHTelHep, LDG

o

Kau.

5690

16.1.D5

A08.30.046.004.002

['vcTonornyeckoe nccnegosaHve 6UONCUINHOTO
(onepaunoHHoro) matepuana 4 kaTt. CIOXHOCTH
(aucnnactuyeckune (HeonnacTMYecKMe) NpoLecchbl,
norpaHuYHbIE 1 3110Kay. OMyXonu C MMCT. BepuUdukaLmeit)
1 nok., 1 koHTenHep, LDG

Kau.

6 800

16.1.D6

A08.30.046.005.001

['vcTonornyeckoe nccnegosaHve GUONCUINHOTO
(onepaunoHHoro) Matepuana 5 kaT. CnoXHoOCTU
(MMMyHoNaTonorusi, KPOBETBOPEHME, HOBOOGpPa3oBaHUs
npy OTCYTCTBUM IUCT. BEPUGUKALMM, NYHKLIMOHHbIE
6uonTatbl), 1 nok., 1 kKoHTelHep, LDG

Kau.

8 000

16.1.A65

A08.20.009.007

'McTonornyeckoe nccrnefoBaHne NyHKLUMOHHOTO
marepuana MofniovHon xenesbl, Hadassah

Kau.

5%

13

4 640

16.0.A3.110

A08.21.001.007

Buoncus I'Ipe,ELCTaTeJ'IbHOVI xenesbl MyJ'IbTVIq)OKaJ'IbHaﬂ
(FVICTOJ'IOFVHBCKOB nccnegosaHune MaTepmana)

5A

Kau.

13 615

16.0.A7.110

A08.16.002.003

'mcTonornyeckoe nccrnefoBaHe 3HA0CKONMMYECKoro
mMaTtepuana xenyaka c BbisiBnieHvem Helicobacter pylori,
LDG

Kau.

3380
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16.0.A18.110

B01.030.001.010

KoHcynbTaums rotoBbix npenapatos (1 nokyc)

Kau.

7 200

16.1.A66

B01.030.001.011

KoHcynbTauums rotoBbix npenapaTos (1 nokyc, oo 5
crekon), LDG

Kau.

6 090

16.1.A68

B01.030.001.025

KoHcynbTaums rotoBbix npenapatos (6-10 crekon), LDG

Kau.

13110

16.1.A69

B01.030.001.026

KoHcynbTauums rotoBbix npenapatos (bonee 11 ctekon),
LDG

Kau.

o o o |co

20 180

16.1.A47

B01.030.001.009

Second Opinion - KOHCYNbTaLUUsi FOTOBOTO crnyyas (4o 12
crékorn; Unim)

5(V)

Kau.

12 425

16.0.A8.110

A08.20.003.003

McTonormyeckoe nccrnefoBaHve 3HAOMETPUS (B T.4.
nannens-6uoncusi), LDG

Kau.

3065

16.1.A53

A08.20.003.004

KomnnekcHoe rucronornyeckoe nccnefosaHue
9HAOMETPUS C NonmnoMm (2 KoHTenHepa), LDG

Kau.

4365

16.0.A24.110

A08.30.001

"'McTonornyeckoe uccnenosaxve nnaueHTsl, LDG

Kau.

11 800

16.1.A4

A08.16.002.001.001

I'mcTonornyeckoe nccnepoBaHne 3HAOCKONMYECKOro
maTtepuana xenyaka (OLGA, 3 koHTelnHepa: Teno, yron,
aHTpanbHbIi oTAen xenyaka, HP), LDG

Kau.

3580

16.1.A5

A08.20.003.005

I'vcTonornyeckoe nccnegosaHve matepuana POB
(pa3aernbHoe AnarHocTMyeckoe BbickabrivBaHue: NnorocTb
MaTKu, LiepBuKarnbHbIi kaHar, 2 KoHTenHepa), LDG

Kau.

4365

16.1.A6

A08.17.001.004

'McTonornyeckoe nccrnegoBaHe 3HAOCKOMMYECKOrO
mMaTtepuana KUWeyHuka npy BocnanutenbHbIX
3aboneBaHuaxX (NecTHUYHas GoONCus, HECKOMNbKO
KOHTelriHepoB), LDG

Kau.

4 885

16.1.A42

A08.30.046.031

'mcTonornyeckoe nccrnefoBaHe 3HAOCKOMMYECKOrO
MaTepuana npocrtoe (A0 3-X KyCOYKOB) NULLEBOAA,
xenyaka, kuwky, 6poHxa, roptanu, Tpaxen (Unim)

5(U)

Kau.

5%

3485

16.1.A40

A08.30.046.032

mcTonornyeckoe nccnefoBaHne aHAOCKONMYECKOro
maTtepuana (nonvn 6onee 2 cm; Unim)

5(U)

Kau.

5%

4 565

16.1.A41

A08.30.046.033

'mcTonornyeckoe nccrnefoBaHe 3HAOCKONMMYECKOro
mMaTepuana crioxHoe (6onee 3 kyco4koB) nuLieBoaa,
xenyaka, kuwky, 6poHxa, roptanu, Tpaxen (Unim)

5(U)

Kau.

5%

4 565

16.1.A45

A08.16.002.004

ImcTonornyeckoe uccnepoBaHue nocrne
MynbTUdOKanbHOW B1ONCUN XXenyaKa ¢ OLEHKON No
knaccndmkaunm OLGA/OLGIM+H.pylori (Unim)

Kau.

5%

9 260

16.1.A44

A08.30.046.023

KomnnekcHoe ructonormyeckoe nccrnenoBaHne
mMaTepuana nocrne 3Hgockonuu/ konoHockonuu (4 n Gonee
KOHTelHepa, 3a ofHO BMelaTenscTBo), Unim

5(U)

Kau.

5%

12160

16.1.A43

A08.30.046.034

mcTonornyeckoe nccnenoBaHne aHAOCKONMYECKOro
MaTtepuarna npocroe (8o 3-x KycoukoB) +BbisiBneHve
Helicobacter pylori 3a cnyyan (Unim)

5(U)

Kau.

5%

5735

16.1.A50

A08.01.001.003

M'McTonornyeckoe uccrnenosaHe GUONCUAHOMO U
onepaunoHHOro Mmatepuana KoXHbIX 1 NOAKOXHbIX
HoBoo6pasoBaHuii, Unim

5(U)

Kau.

5%

5355

16.1.A54

A08.30.046.016

mcTonornyeckoe nccnenoBaHue onepalyoHHOro
maTtepuana knacca UN-1 (Unim)

Kau.

6 025

16.1.A55

A08.05.002.003

*[ekanbLyHaLuma Npu rucToNornv4eckom nccneaoBaHnum
KOCTHOW 1nu XpsiLeBon Tkaum (Unim)

Kau.

5%

2580

* Ycnyra moxeTt ObITb HAa3Ha4YeHa TONbKO COBMECTHO C
rMCTOJIOrM4EeCKUM nccriegosaHnem

16.1.A25

A08.30.046.017

'vcTonornyeckoe nccnegoBaHve 6GuoncminHoro (1
dparMeHT) 1 NyHKUMOHHOTO (80 2 cton6ukos B 1
KOHTEeVHepe) MaTepuana, cockoboB (1 koHTenHep) (Unim)

Kau.

5%

3485

16.1.A49

A08.20.002.001

mcTonornyeckoe nccnenoBaHue cockoba LepBMKanbHOro
KaHana + rmcTonoruyeckoe uccnefoBaHue cockoba
3HOOMETPUS/ rcTonormyeckoe uccnenoBaHve Guoncum
Lweviku matkm (Unim)

Kau.

5%

7 535

16.1.A56

A08.30.046.019

'mcTonornyeckoe nccnenoBaHne onepaLyvoHHOro
matepuana knacca UN-2 (Unim)

Kau.

5%

6 240

16.1.A57

A08.30.046.020

mcTonornyeckoe nccnenoBaHue onepalyvoHHOro
martepuana knacca UN-3 (Unim)

Kau.

5%

14115

16.1.A58

A08.30.046.021

'mcTonornyeckoe nccnenoBaHne onepaLyvoHHOro
maTtepuana knacca UN-4 (Unim)

Kau.

5%

24780

16.1.A59

A08.30.046.022

IucTonornyeckoe nccnenoBaHue onepalyoHHOro
matepuana knacca UN-5 (Unim)

Kau.

5%

59 365

16.1.A60

A08.21.001.004

Buoncus npeacTatensHON xenesbl MynbTUdoKanbHas
(rmctonornyeckoe nccnegosaHne matepunana), Hadassah

Kau.

10

7915

16.1.A61

A08.30.046.088

'mcTonornyeckoe nccnegosaHve 6G1ONCUNHOIO
MaTtepuana (3HAOCKOMUYECKUIN UM MYHKLUMOHHBI
matepuarn, 1 koHTelHep), Hadassah

Kau.

10

7 245

16.1.A62

B01.030.001.001

KoHcynbTauus rotosbix npenapaTos (1 nokyc, go 10
ctekon), Hadassah

Kau.

10

12 650

16.1.A64

A08.30.006.020

Varotoenenuve 1 mukponpenaparta, Hadassah

Kau.

10

3940

16.0.A28

A08.30.046.071

OnpegeneHne HanuyMs amunouga B rmcTonormyeckom
npenapare, LDG

Kau.

2435

16.0.A20.110

A08.22.003

'vcTonoruyeckoe nccnegoBaHve NYHKUNOHHOIo
Martepuana LLIMTOBUOHOW >Xenesbl

Kau.

10

2650

16.0.A21.110

A08.20.009

'mcTonornyeckoe nccnenoBaHne NyHKUMOHHOTO
maTepuana MonoYHom xenesbl (1 KoHTenHep, 1 nokyc),
LDG

Kau.

4 640
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['vcTonornyeckoe nccnegosaHve NYHKUNOHHOIo

16.0.A22.110 A08.28.005 5 Kau. 10 2650
maTtepuana noyek
16.0 A23.110 A08.14.001 'mcTonornyeckoe nccnefoBaHne NyHKLUMOHHOTO s Kau. 10 2650
mMaTtepuana neyeHu
16.1.A7 A08.30.006.014 [ononHuTenbHoe narotoBneHne 1 Mmukponpenapara, LDG |5 Kau. 5 1285
16.1.A8 A08.30.006.015 ,EgléonHMTeanoe W3roToBMneHve 2 MUKponpenapaTos, Kau. 5 1935
16.1.A9 A08.30.006.016 EgréonHMTeanoe n3roToBrneHve 3 M1Kponpenaparos, Kau. 5 2900
16.1.A1 A08.30.006.017 ,EgléonHMTeanoe n3roToBneHve 5 mukponpenaparos, Kau. 5 3850
16.1.A2 A08.30.006.018 EgréonHMTeanoe V3roToBreHne Mukponpenapata (6-10), s Kau. 5 6 620
16.1.A3 A08.30.006.019 [lononHnTenbHoe U3roToBneHe MykponpenapaTa (oT 5 Kau. 5 13135
10), LDG
16.1.A23 A08.30.006.012 Mepesanueka 6rnoka ¢ W3rOTOBIIEHWEM OAHOTO sU) } 59% 6 1575
rmcronorunyeckoro crekna (Unim)
16.1.A24 A08.30.006.013 [opeska ogHoro cteknonpenapata 13 6noka (Unim) 5(U) - 5% 6 865
WMMyHOrMcToxummyeckme uccneaoBaHus
KomnnekcHoe ructonormyeckoe u
16.0.H1 A08.20.003.006 MMMyHoructoxummyeckoe (UIMX) nccnegosanue 5 Kau. 5% 12 5150
6uoncuitHoro matepuana avgomeTtpus (CD138), LDG
KomnnekcHoe ructonoruyeckoe u
16.1.A51 A08.20.003.007 nMmmyHornctoxummnyeckoe (MMX) nccneposanune npu 5(U) Kau. 5% 8 8 630
NoA03peHUN Ha XpOoHUYeckuin aHgomeTput (CD138), Unim
KomnnekcHoe ructonornyeckoe n
16.1.A63 0820000005  |4MMYHOMICTOXMMMYECKOE (T'X) nccnenosakme npu +) Kau. 10 18 270
onyxonu MonoYHo xenessbl (4 peakuun (ER, PR, Ki-67,
HER?2)), Hadassah
16.0.A15.110 B01.030.001.008 KoHcynbTauus nepeg UIMX, LDG 56 Kay. 16 3315
16.2.A2 A08.20.009.004 ng)éonyxonm morouHor xenesbl (PR/ER/KiG7/Her2 neu), | Kau. 59% 1 14 380
WX peuenTtopHoro crtatyca aHAOMEeTpusi, CTaHdapTHoe o
16.2.A4 A08.20.003.008 (basa cexpeum (ER/PRICD138/CD56)). LDG 56 Kau. 5% 1 12 260
WX peuentopHOro ctaTyca 3HAOMETPUS, pacluMpeHHoe o
16.2.A3 A08.20.003.009 (tbasa cexpeLy (ER/IPRICD138/CDSB/LIF)), LDG 56 Kau. 5% 11 15 380
WX pnarHocTmka XpoHUyeckoro aHgomeTpuTa (dhasa
16.2.A5 A08.20.003.010 nponmchepaLv (CD20/CD138/CD56/HLA-DR)), LDG 56 Kau. 1 12 090
WX onyxonu npeacrartenbHon Xenesbl o
16.2.A1 A08.21.001.005 (CK5/PB3/AMACR), LDG 56 Kau. 5% 11 12 395
16.2.A24 A08.30.013.023 KomnnekcHoe UIMX nccneposanue, LDG 56 Kay. 5% 14 32 655
16.2.A21 A08.30.013.005 VIMMyHoructoxmmmnyeckoe uccnegosanune, ALK, LDG 5 Kau. 5% 10 14 785
16.2.A20 A08.30.013.001 KDM(I\;/IyHOFVICTOXVIMVNeCKoe nccneposaHue, HER2 neu, s Kau. 10 7 400
16.2.A23 A08.30.039.004 VIMMyHornctoxmmmnyeckoe nccnegosanune, PD-L1, LDG 5 Kau. 5% 10 13 780
16.2.A22 A08.30.013.022 VIMMyHorrcToxmmmyeckoe nccnegosatne, ROS1, LDG 5 Kay. 5% 10 11 040
16.2.A15 A08.30.013.009 WX nporHoctunyeckuint mapkep (1 aHtuteno), LDG 56 Kau. 5% 14 10 415
16.2.A16 A08.30.013.010 WX nporHocTuyeckuin mapkep (2 aHTutena), LDG 56 Kau. 5% 14 19 400
16.2.A17 A08.30.013.011 WX nporHoctunyeckunini mapkep (3 aHtutena), LDG 56 Kau. 5% 14 32 320
16.0.A10.110 A08.30.013.012 WX uccneposanue (1 aHtnteno), LDG 56 Kay. 5% 8 4 540
16.2.A6 A08.30.013.013 WX nccneposanve (2 aHtutena), LDG 56 Kau. 5% 8 7 490
16.2.A7 A08.30.013.014 WX uccneposanue (3 aHtntena), LDG 56 Kay. 9 13 370
16.2.A8 A08.30.013.015 WX nccneposanve (4 aHtutena), LDG 56 Kau. 5% 10 16 720
16.2.A9 A08.30.013.016 WX uccneposanue (5 aHtuten), LDG 56 Kay. 5% 11 18 390
16.2.A10 A08.30.013.017 WX nccneposanve (6 aHtuten), LDG 56 Kau. 5% 12 23 660
16.2.A11 A08.30.013.018 WX uccneposanue (7 aHtuten), LDG 56 Kay. 5% 13 25 675
16.2.A12 A08.30.013.019 WX nccneposanve (8 aHtuten), LDG 56 Kau. 5% 14 29 360
16.2.A13 A08.30.013.020 WX uccneposanue (9 aHtuten), LDG 56 Kay. 5% 15 35 495
16.2.A14 A08.30.013.021 WX nccneposanve (10 aHtuten), LDG 56 Kau. 5% 16 36 675
16.2.A25 A08.30.013.032 WX uccneposanue (1 aHtnteno), Unim 5(U) Kay. 5% 6 6 700
16.2.A44 A08.30.013.034 WX nccnepgosanve (go 4 aHtuten), Unim 5(U) Kau. 5% 6 18 060
16.2.A43 A08.30.013.035 WX uccneposanue (5-10 aHtuten), Unim 5(U) Kau. 5% 6 31 095
16.2.A42 A08.30.013.036 ﬂ:i);mccnenoaawe (11 -15 aHTUTEN BKNIOYUTENBHO), sU) Kau. 5% 6 54 020
16.2.A26 A08.30.013.033 WX uccneposanue (2 aHtutena), Hadassah 5(H) Kau. 10 9 865
16.2.A27 A08.30.013.024 WX uccneposanue (3 aHtntena), Hadassah 5(H) Kau. 10 14 520
16.2.A28 A08.30.013.025 WX uccneposanue (4 aHtutena), Hadassah 5(H) Kau. 11 19 320
16.2.A29 A08.30.013.026 WX uccneposanue (5 aHtuten), Hadassah 5(H) Kau. 13 23 975
16.2.A30 A08.30.013.027 WX uccneposanue (6 aHtnten), Hadassah 5(H) Kau. 14 28 775
16.2.A31 A08.30.013.028 WX uccneposanwe (7 aHtuten), Hadassah 5(H) Kau. 15 33 580
16.2.A32 A08.30.013.029 WX uccneposanue (8 aHtnten), Hadassah 5(H) Kau. 15 38 230
16.2.A33 A08.30.013.030 WX uccneposanue (9 aHtuten), Hadassah 5(H) Kau. 16 43 035
16.2.A34 A08.30.013.031 WX uccneposanue (10 aHtuten), Hadassah 5(H) Kau. 17 47 685
16.2.A36 A08.20.009.006 WX onyxonu monouHon xenesbl (PR/ER/Ki67/Her2 neu), s Kau. 5% 10 24 275
Hadassah
WX onyxonu npegcratenbHow xenesbl
16.2.A35 A08.21.001.006 (CK5/P63/AMACR), Hadassah 5(H) Kau. 11 16 770
16.2.A37 A08.30.039.002 VIMMYyHOrMCTOXMMUYECKOE UCCrEAoBaHNE, onpeaeneHme m Kau. 10 20010

akcnpeccum PDL1 (knoH SP263), Hadassah
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VIMMYHOIMCTOXMMUYECKOE UCCrEAOBaHME, onpeerneHme
16.2.A41 A08.30.039.003 aKcngeccm PDLA (xion SP1 42)‘”Ha neeah pen ) Kau. 10 20010
16.2.A39 A08.30.013.002 VIMMyHoructoxmmmnyeckoe nccnegosanune, HER2 neu, st Kau. 10 6 865
Hadassah
16.2.A40 A08.30.006.001 KoHcynbTauums nepeg UIMX (go 10 ctekon), Hadassah 5(H) Kau. 8 2155
0O6wue mapkepbl anneprum
9, 96, 57, 1, TON-100, TOM-
4.3.A8.201 A09.05.234 3031MHOMNBHBIN KaTUOHHBIN Genok (ECP) 1835/’3 TOM-100(T), TOM- KOS, 1 960
4.3.A18.201 A09.05.243 TpunTasa 96, 1,9 KOf. 11 4 570
10.0.A6.201 A09.05.054.001 mmyHornoBynuH E (IgE) Iéﬂ-fééﬁ\i Ton-100(m, | kon. 1 495
WHavBuayanbHbie nulieBble annepredbl IgE: ®pykTbl U Aroabl
17.40.A109 A09.05.118.008 pevindpyT IgE, F209 9 Kon. 1 665
17.40.A110 A09.05.118.009 pywa IgE, F94 9 KOI. 1 665
17.40.A111 A09.05.118.010 [ObiHa IgE, F87 9 Kon. 1 665
17.40.A124 A09.05.118.019 Xypma IgE, F301 9 KOI. 1 665
17.40.A125 A09.05.118.020 A6noko IgE, F49 9 Kon. 1 665
17.40.A127 A09.05.118.022 MaHpapviH IgE, F34 9 KOf. 7 2 365
17.40.A104 A09.05.118.003 AHaHac IgE, F210 9 Kon. 1 665
17.40.A105 A09.05.118.004 AnenbcuH IgE, F33 9 KOn. 1 665
17.40.A106 A09.05.118.005 BaHaH IgE, F92 9 Kon. 1 665
17.40.A107 A09.05.118.006 BuHorpag IgE, F259 9 KOf. 1 665
17.40.A126 A09.05.118.021 Arogbl (YepHuka, ronybuka, 6pycHuka) IgE, F288 9 Kon. 1 665
17.40.A103 A09.05.118.002 ABokago IgE, F96 9 KOn. 1 665
17.40.A121 A09.05.118.017 Mepcuk IgE, F95 9 Kon. 1 665
17.40.A108 A09.05.118.007 BuwHs IgE, F242 9 KOn. 1 665
17.40.A118 A09.05.118.016 Matro IgE, F91 9 Kon. 1 665
17.40.A112 A09.05.118.011 WNrxup IgE, F402 9 Kof. 1 665
17.40.A102 A09.05.118.001 Abpukoc IgE, F237 9 KOI. 1 665
17.40.A122 A09.05.118.018 Cnuea IgE, F255 9 KOn. 1 665
17.40.A113 A09.05.118.012 Kusu IgE, F84 9 Kon. 1 665
17.40.A114 A09.05.118.013 Kny6Huka IgE, F44 9 Kof. 1 665
17.40.A115 A09.05.118.014 Kokoc IgE, F36 9 Kon. 1 665
17.40.A116 A09.05.118.015 JlnmoH IgE, F208 9 KOn. 1 4 255
17.47.A123 A09.05.118.023 Ddunumkm IgE, F289 9 KOn. 1 665
WHanBuayanbHblie nuweBble anneprexsbl IgE: OBowwm
17.41.A68 A09.05.118.024 BaknaxaH IgE, F262 9 Kon. 1 665
17.41.A69 A09.05.118.025 Kanycta 6pokkonu IgE, F260 9 Kof. 1 665
17.41.A70 A09.05.118.026 Kanycta 6ptoccensckas IgE, F217 9 Kon. 1 665
17.41.A71 A09.05.118.027 Kanycta koyaHHas IgE, F216 9 Kof. 1 665
17.41.A72 A09.05.118.028 Kanycrta usetHas IgE, F291 9 Kon. 1 665
17.41.A73 A09.05.118.029 Kaptodpens IgE, F35 9 Kof. 1 665
17.41.A84 A09.05.118.030 Jlyk IgE, F48 9 KOI. 1 665
17.41.A74 A09.05.118.031 Mopkosb IgE, F31 9 Kon. 1 665
17.41.A77 A09.05.118.032 Orypeuy IgE, F244 9 KOS. 1 665
17.41.A96 A09.05.118.033 Mepey 3eneHbivi IgE, F263 9 KOn. 1 665
17.41.A95 A09.05.118.034 Mepew kpacHsbii (nanpuka) IgE, F218 9 Kon. 1 665
17.41.A79 A09.05.118.035 MeTpywka IgE, F86 9 Kon. 1 665
17.41.A81 A09.05.118.036 Cenbpepeii IgE, F85 9 Kon. 1 665
17.41.A78 A09.05.118.037 Cnapxa IgE, F261 9 Kon. 1 665
17.41.A76 A09.05.118.038 Tomar IgE, F25 9 KOI. 1 665
17.41.A75 A09.05.118.039 ToikBa IgE, F225 9 KOn. 1 665
17.41.A82 A09.05.118.040 WnuHart IgE, F214 9 KO. 1 665
WHavBuayanbHblie nuieBble anneprexsbl IgE: Bo6oBbie
17.42.A46 A09.05.118.041 Bo6bl coesble IgE, F14 9 KO. 1 665
17.42.A47 A09.05.118.042 [opoluek 3eneHbin IgE, F12 9 Kon. 1 665
17.42.A49 A09.05.118.044 daconb 6enas IgE, F15 9 KOn. 1 665
17.42.A44 A09.05.118.047 Yeueswuua IgE, F235 9 Kon. 1 665
17.42.A48 A09.05.118.043 HyT (Typeukuin ropox) IgE, F309 9 Kon. 1 665
17.42.A50 A09.05.118.045 Paconb 3eneHas IgE, F315 9 Kon. 1 665
17.42.A51 A09.05.118.046 daconb kpacHas IgE, F287 9 Kon. 1 665
WHavBuayanbHbie nulieBble annepredbl IgE: Opexu
17.43.A63 A09.05.118.053 dyHayk IgE, F17 9 Kon. 1 665
17.43.A56 A09.05.118.048 Apaxuc IgE, F13 9 Kon. 1 665
17.43.A58 A09.05.118.049 peuknin opex IgE, F256 9 Kon. 1 665
17.43.A60 A09.05.118.050 Kewsto IgE, F202 9 Kon. 1 665
17.43.A59 A09.05.118.051 MwHgans IgE, F20 9 KOn. 1 665
17.43.A62 A09.05.118.052 Pucrawkm IgE, F203 9 Kon. 1 665
WHavBuayanbHblie nuieBble anneprexsbl IgE: Msico
17.44.A31 A09.05.118.054 BapaHwuHa IgE, F88 9 Kon. 1 665
17.44.A30 A09.05.118.055 [oBsiguHa IgE, F27 9 KOn. 1 665
17.44 .A32 A09.05.118.056 Vupenka IgE, F284 9 Kon. 1 665
17.44.A33 A09.05.118.057 KypuHoe msico IgE, F83 9 Kon. 1 665
17.44 . A29 A09.05.118.058 CsuHuHa IgE, F26 9 Kon. 1 665
WHanBuayanbHblie nuweBble annepredbl IgE: Monoko 1 MonoYHble NPoAyKTbI
17.45.A11 A09.05.118.061 KasewH IgE, F78 9 Kon. 1 665
17.45.A6 A09.05.118.063 Monoko koposbe IgE, F2 9 Kon. 1 665
17.45.A14 A09.05.118.064 Kosbe monoko IgE, F219 9 Kon. 7 1745
17.45.A9 A09.05.118.059 Anbda-nakroansbymuH IgE, F76 9 Kon. 1 665
17.45.A10 A09.05.118.060 Beta-naktornobynv IgE, F77 9 Kon. 1 665
17.45.A7 A09.05.118.062 Monoko kunsiyeHoe IgE, F231 9 KO. 1 665
17.45.A8 A09.05.118.065 CbiBopoTka MonoyHas IgE, F236 9 Kon. 1 665
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17.45.A13 A09.05.118.066 Coblp Tvna "Moyng" IgE, F82 9 KOn. 1 665
17.45.A12 A09.05.118.067 Cbip Tvna "Yepnpep" IgE, F81 9 Kon. 1 1135
WHanBuayanbHblie nuweBble anneprexsbl IgE: Pbi6a 1 MopenpoayKTbl
17.46.A25 A09.05.118.068 pebewok IgE, F338 9 Kon. 1 665
17.46.A14 A09.05.118.069 Kambana IgE, F254 9 KOS. 1 665
17.46.A21 A09.05.118.070 Kpab IgE, F23 9 Kon. 1 665
17.46.A22 A09.05.118.071 KpeseTku IgE, F24 9 KOf. 1 665
17.46.A20 A09.05.118.080 dopens IgE, F204 9 Kon. 1 665
17.46.A23 A09.05.118.072 Jlo6cTep (omap) IgE, F80 9 KOf. 1 665
17.46.A24 A09.05.118.074 Muawus IgE, F37 9 KOn. 1 665
17.46.A16 A09.05.118.075 CapguHa IgE, F61 9 KOn. 1 665
17.46.A17 A09.05.118.076 Ckymbpus IgE, F50 9 Kon. 1 665
17.46.A18 A09.05.118.077 Tpecka IgE, F3 9 KOf. 1 665
17.46.A19 A09.05.118.078 TyHeu IgE, F40 9 Kon. 1 665
17.46.A27 A09.05.118.079 Ycrpuubl IgE, F290 9 KOf. 1 665
17.46.A15 A09.05.118.073 Jlococs IgE, F41 9 Kon. 1 665
WHavBuayanbHblie nuweBble anneprexsbl IgE: NMpunpaBbl U Apyrue NpoaykTbl
17.47 .A86 A09.05.118.081 Banunb IgE, F234 9 Kon. 1 665
17.47.A83 A09.05.118.097 YecHok IgE, F47 9 KOI. 1 665
17.47 .A94 A09.05.118.093 Msra IgE, F405 9 Kon. 1 665
17.47.A97 A09.05.118.094 Mepey YepHbin IgE, F280 9 KOf. 1 665
17.47.A45 A09.05.118.090 KynxyT IgE, F10 9 Kon. 1 665
17.47 A87 A09.05.118.082 [opumua IgE, F89 9 KOn. 1 665
17.47 .A55 A09.05.118.096 LWokonapg IgE, F105 9 Kon. 1 665
17.47.A89 A09.05.118.086 Nmbups IgE, F270 9 Kof. 1 665
17.47 .A54 A09.05.118.087 Kakao IgE, F93 9 KO. 1 665
17.47.A53 A09.05.118.089 Kodpe IgE, F221 9 KOJ. 1 3515
17.47.A34 A09.05.118.083 pnbbl (WamnuHboHbI) IgE, F212 9 Kon. 1 665
17.47 .A64 A09.05.118.084 [poxokn nekapckue IgE, F45 9 Kof. 1 665
17.47.A65 A09.05.118.085 Opoxokun nueHble IgE, F403 9 Kon. 1 665
17.47.A90 A09.05.118.088 Kappwu (npunpaea) IgE, F281 9 Kof. 1 665
17.47.A91 A09.05.118.091 JlaBposbivi nuct IgE, F278 9 Kon. 1 665
17.47. A127 A09.05.118.092 Macno nogconHeyHoe IgE, K84 9 KOn. 1 665
17.47.A66 A09.05.118.095 Conog IgE, F90 9 Kon. 1 665
WHavBuayanbHbie nulieBble anneprexsbl IgE: S1iLo 1 KOMNOHeHTbI ANLa
17.48.A2 A09.05.118.100 KenTok siudHbiv IgE, F75 9 KOn. 1 665
17.48.A4 A09.05.118.101 OanbbymuH IgE, F232 9 Kof. 1 665
17.48.A5 A09.05.118.102 Osomykoug IgE, F233 9 Kon. 1 665
17.48.A1 A09.05.118.098 Anuo kypuHoe IgE, F245 9 Kof. 1 665
17.48.A3 A09.05.118.099 Benok sauyHbiv IgE, F1 9 KOn. 1 665
WHavBuayanbHbie nulieBble annepreHsbl IgE: 3epHoBble KynbTypbl
17.49.A38 A09.05.118.106 Myka oBcsiHas IgE, F7 9 Kon. 1 2875
17.49.A39 A09.05.118.107 Myka nweHunyHas IgE, F4 9 Kof. 1 665
17.49.A40 A09.05.118.108 Myka pxaHas IgE, F5 9 Kon. 1 665
17.49.A42 A09.05.118.110 Mpoco IgE, F55 9 Kon. 1 665
17.49.A43 A09.05.118.111 Puc IgE, F9 9 KOI. 1 665
17.49.A41 A09.05.118.109 Myka sumeHHas IgE, F6 9 Kon. 1 665
17.49.A35 A09.05.118.103 KneikoBuHa (rntoTeH) IgE, F79 9 Kon. 1 665
17.49.A36 A09.05.118.104 Myka rpeyHeBas IgE, F11 9 Kon. 1 665
17.49.A37 A09.05.118.105 Myka KykypysHas IgE, F8 9 Kon. 1 665
WHanBuayanbHbie annepreHbl XMBOTHbIX U nTuy IgE
17.2.A12 A09.05.118.122 Kpbica (anutenuin) IgE, E73 9 Kon. 1 665
17.2.A14 A09.05.118.124 Kypuua (npotenHbl cbiBopoTku) IgE, E219 9 Kon. 1 665
17.2.A15 A09.05.118.125 Jlowagab (nepxoTts) IgE, E3 9 Kon. 1 665
17.2.A16 A09.05.118.126 Mopckas cBuHka (anutenui) IgE, E6 9 Kon. 1 665
17.2.A21 A09.05.118.128 OBua (sanutenuid) IgE, E81 9 Kon. 1 1060
17.2.A23 A09.05.118.130 Monyran BonHucTbIn (nepo) IgE, E78 9 Kon. 1 665
17.2.A24 A09.05.118.131 CBuHbS (anuTenui) IgE, E83 9 Kon. 1 665
17.2.A25 A09.05.118.132 Cobaka (nepxotb) IgE, E5 9 Kon. 1 1265
17.2.A26 A09.05.118.133 Cobaka (anutenui) IgE, E2 9 KOI. 1 665
17.2.A27 A09.05.118.134 YT1ka (nepo) IgE, E86 9 Kon. 1 665
17.2.A28 A09.05.118.135 Xomsik (anuTenuit) IgE, E84 9 Kon. 1 665
17.2.A10 A09.05.118.121 Kpbica (mova) IgE, E74 9 Kon. 1 665
17.2.A13 A09.05.118.123 Kypuua (nepo) IgE, E85 9 Kon. 1 1785
17.2.A17 A09.05.118.127 Mbiwb IgE, E88 9 Kon. 1 665
17.2.A22 A09.05.118.129 Monyran (nepo) IgE, E91 9 Kon. 1 665
17.2.A9 A09.05.118.120 Kpbica IgE, E87 9 Kon. 1 665
17.2.A5 A09.05.118.116 Kosa (sanutenui) IgE, E80 9 Kon. 1 665
17.2.A1 A09.05.118.114 ony6b (nomer) IgE, E7 9 Kon. 1 665
17.2.A2 A09.05.118.115 I'ycb (nepo) IgE, E70 9 Kon. 1 665
17.2.A4 A09.05.118.113 Kanapetvika (nepo) IgE, E201 9 Kon. 1 665
17.2.A6 A09.05.118.117 Koposa (nepxoTtb) IgE, E4 9 Kon. 1 665
17.2.A7 A09.05.118.118 Kowka (anutenun) IgE, E1 9 Kon. 1 1185
17.2.A8 A09.05.118.119 Kponuk (anutenui) IgE, E82 9 Kon. 1 665
WHanBuayanbHble annepreHbl Agepesbes IgE
17.1.4.A1 A09.05.118.564 Kmnapmcl BeYHO3eneHbIN, ntanbsaHckmun (Cupressus 0 von. 1 665
sempervirens) IgE, T23
17.3.A1 A09.05.118.136 Akauus (Acacia species) IgE, T19 9 Kon. 1 665
17.3.A4 A09.05.118.137 Bepesa (Betula alba) IgE, T3 9 KOS. 1 665
17.3.A5 A09.05.118.138 Byk (Fagus grandifolia) IgE, T5 9 Kon. 1 665
17.3.A6 A09.05.118.139 Bsi3 (Ulmus spp) IgE, T8 9 Kon. 1 665
17.3.A7 A09.05.118.140 'pab obbikHoBeHHBIV (Carpinus betulus) IgE, T209 9 Kon. 1 665
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17.3.A8 A09.05.118.141 [y6 G6enbin (Quercus alba) IgE, T7 9 KOn. 1 665
17.3.A9 A09.05.118.142 [y6 cmewwanHbIn (Q. rubra, alba, valentina) IgE, T77 9 Kon. 1 665
17.3.A11 A09.05.118.143 WBa (Salix nigra) IgE, T12 9 KOf. 1 665
17.3.A13 A09.05.118.144 KneH siceHenucTHbIn (Acer negundo) IgE, T1 9 Kon. 1 665
17.3.A14 A09.05.118.145 JlewmHa o6bikHoBeHHasi (Corylus avellana) IgE, T4 9 Kor. 1 665
17.3.A31 A09.05.118.153 Jlvna IgE, T27 9 Kon. 7 4 680
17.3.A17 A09.05.118.146 Onbxa (Alnus incana) IgE, T2 9 Kor. 1 665
17.3.A18 A09.05.118.147 peuknin opex (Juglans regia) IgE, T10 9 Kon. 1 665
17.3.A23 A09.05.118.148 MnaraH (Platanus acerifolia) IgE, T11 9 Kor. 1 665
17.3.A25 A09.05.118.149 CocHa 6enas (Pinus silvestris) IgE, T16 9 Kon. 1 665
17.3.A26 A09.05.118.150 Tononb (Populas spp) IgE, T14 9 Kor. 1 665
17.3.A29 A09.05.118.151 Oekanunt (Eucaliptus globulus) IgE, T18 9 Kon. 1 665
17.3.A30 A09.05.118.152 AceHb amepukaHckuii (Fraxinus americana) IgE, T15 9 KOf. 1 665
WHauBuayanbHbie annepreHbl Tpas IgE
17.4.A30 A09.05.118.180 Pukyc IgE, K81 9 KOI. 1 665
17.4.A20 A09.05.118.181 MopgconHeyHuk IgE, W29 9 Kon. 7 3120
17.4.A25 A09.05.118.154 Am6po3nsi obbikHoBeHHast (Ambrosia elatior) IgE, W1 9 KOf. 1 665
17 4 A27 A09.05.118.155 AmMBpo3us, cMech (0BbIKHOBEHHAs/BbICOKaSs, 0 Kon. 1 665
ronomeTenbyartas, TpexpasgensHas) IgE, W209
17.4.A2 A09.05.118.156 ByxapHuk wepctuctbii (Holcus lanatus) IgE, G13 9 KOf. 1 665
17.4.A1 A09.05.118.157 Exa cbopHas (Dactylis glomerata) IgE, G3 9 Kon. 1 665
17.4.A6 A09.05.118.158 Konocok gywnctein (Anthoxantum odoratum) IgE, G1 9 KOf. 1 665
17.4.A7 A09.05.118.159 Koctpel 6e3ocTbivi (Bromus inermis) IgE, G11 9 Kon. 1 665
17.4.A26 A09.05.118.160 Kpanvea asygomHas (Urtica dioica) IgE, W20 9 Kor. 1 665
17.4.A28 A09.05.118.161 Jlebepa cepetowas (Atriplex canescens) IgE, W75 9 KOI. 1 665
17.4.A37 A09.05.118.162 Jlebena YeyeBnueobpasHas (A. lentiformis) IgE, W15 9 Kof. 1 665
17.4.A9 A09.05.118.163 JlncoxsocT nyrosoi (Alopecurus pratensis) IgE, G16 9 Kon. 1 7 220
17.4.A29 A09.05.118.164 Mapb 6enas (Chenopodium album) IgE, W10 9 Kof. 1 665
17.4.A10 A09.05.118.165 MsTtnuk nyrosovi (Poa pratensis) IgE, G8 9 KOI. 1 2875
17.4.A11 A09.05.118.166 OBec kynbTUBMpPOBaHHbIN (Avena sativa) IgE, G14 9 Kof. 1 665
17.4.A12 A09.05.118.167 OscsiHuua nyrosas (Festuca elatior) IgE, G4 9 Kon. 1 1265
17.4.A31 A09.05.118.168 OpyBaHuuk (Taraxacum officinale) IgE, W8 9 Kof. 1 665
17.4.A32 A09.05.118.169 MogopoxHuk (Plantago lanceolata) IgE, W9 9 Kon. 1 665
17.4.A13 A09.05.118.170 Monesuua (Agrostis alba) IgE, G9 9 Kof. 1 665
17.4.A33 A09.05.118.171 MonblHb ropbkas (Artemisia absinthum) IgE, W5 9 Kon. 1 665
17.4.A34 A09.05.118.172 MNonbiHb 06bIkHOBEHHAs (Artemisia vulgaris) IgE, W6 9 Kof. 1 665
17.4.A35 A09.05.118.173 MocTteHHnua nekapcteeHHas (P. officinalis) IgE, W19 9 Kon. 1 665
17.4.A14 A09.05.118.174 MweHunya (Triticum sativum) IgE, G15 9 Kof. 1 665
17.4.A15 A09.05.118.175 Poxb KynbTuBUpoBaHHasi (Secale cereale) IgE, G12 9 KOI. 1 665
17.4.A16 A09.05.118.176 Mneeen mHoronetHui (Lolium perenne) IgE, G5 9 Kof. 1 665
17.4.A36 A09.05.118.177 Pomaluka (HuBsiHuK) (Ch. leucanthenum) IgE, W7 9 Kon. 1 665
17.4.A8 A09.05.118.178 Pbinbua Kykypy3sHble (Zea mays) IgE, G202 9 Kof. 1 665
17.4.A18 A09.05.118.179 Tumodpeeska (Phleum pratense) IgE, G6 9 KOI. 1 665
WHansuayanbHble annepredbl nbiny IgE
17.7.A1 A09.05.118.182 HomaluHsia nbine Tmn (Greer) IgE, h1 9 Kon. 1 665
17.7.A7 A09.05.118.183 [omawHss neink (Holister) IgE, h2 9 Kon. 7 1445
17.7.A6 A09.05.118.184 Mbinb NweHnyHon myku IgE, K301 9 Kon. 1 665
WHavBuayansHble annepreHbl knewen IgE
17.8.A1 A09.05.118.185 Knew-gepmatodar myyHoii (D. farinae) IgE, D2 9 Kon. 1 1355
17.8.A2 A09.05.118.186 Knew-gepmatodar nepuHHbiv (D.pteronyssinus) IgE, D1 |9 Kon. 1 665
WHauBuayanbHbie annepreHbl rpn6oB u nnecexu IgE
17.9.A1 A09.05.118.187 pubbl poga kangmnaa (Candida albicans) IgE, M5 9 Kon. 1 665
17.9.A2 A09.05.118.188 MnecHesbIl rpub (Chaetomium globosum) IgE, M208 9 KOI. 1 665
17.9.A3 A09.05.118.189 MnecHeBbln rpnb (Aspergillus fumigatus) IgE, M3 9 Kon. 1 1355
17.9.A4 A09.05.118.190 MnecHesebI rpub (Alternaria tenuis) IgE, M6 9 Kon. 1 1375
17.9.A5 A09.05.118.191 MnecHesbln rpnb (Cladosporium herbarum) IgE, m2 9 Kon. 7 1560
17.9.A6 A09.05.118.192 MnecHesbI rpub (Penicillum notatum) IgE, m1 9 KOI. 7 2070
WHanBuayanbHbie annepreHbl TokcuHoB IgE
17.10.A1 A09.05.118.193 OHTepoTokcuH A (Staphylococcus aureus) IgE, O72 9 KOI. 1 665
17.10.A2 A09.05.118.194 OHTepoTokerH B (Staphylococcus aureus) IgE, O73 9 Kon. 1 1195
WHauBuayanbHbie annepreHbl renbMuHTOB IgE
17.11.A1 A09.05.118.195 AHTuTEna k ackapugam (Ascaris lumbricoides) IgE,P1 9 Kon. 1 665
17.11.A2 A09.05.118.196 JInumHkm Anisakis (Anisakis Larvae) IgE, P4 9 Kon. 1 665
WHanBuayanbHbie annepreHbl HACEKOMbIX U UX AA0B IgE
17.12.A1 A09.05.118.197 Komap (cem. Culicidae) IgE, 171 9 Kon. 1 1265
17.12.A2 A09.05.118.198 Monb (cem. Tineidae) IgE, 18 9 Kon. 1 665
17.12.A3 A09.05.118.199 Mouwwukmn kpacHon nuymnHka(Chironomus plumosus) IgE, 173 |9 Kon. 1 665
17.12.A4 A09.05.118.200 MypaBen pbbxuii (Solenopsis invicta) IgE, 170 9 Kon. 1 665
17.12.A5 A09.05.118.201 CneneHb (cem. Tabanidae) IgE, 1204 9 Kon. 1 665
17.12.A6 A09.05.118.202 TapakaH pbbxuii (Blatella germanica) IgE, 16 9 Kon. 1 665
17.12.A7 A09.05.118.203 LLlepweHb (oca natHuctas) (D. maculata) IgE, 12 9 Kon. 1 665
17.12.A10 A09.05.118.204 Ap ocuHbin (pog Vespula) IgE, 13 9 Kon. 1 1155
17.12.A11 A09.05.118.205 An ocnHbin (pog Polistes) IgE, 14 9 Kon. 1 665
17.12.A12 A09.05.118.206 Ap nuensbl (Apis mellifera) IgE, 11 9 Kon. 1 665
WHanBMAYyanbHbIe annepreHbl NeKkapcTB U XMMuUyeckux Bewects IgE
17.13.A1 A09.05.118.211 MenvumnnuH G IgE, C1 9 Kon. 1 655
17.13.A2 A09.05.118.212 Menvumnnuu V IgE, C2 9 KOn. 7 655
17.13.A13 A09.05.118.213 dopmanbgervg IgE, K80 9 Kon. 1 655
17.13.A8 A09.05.118.470 AsntpomunumH IgE, C194 9 Kon. 4 1010
17.13.A11 A09.05.118.214 Lledpypokcum IgE, C308 9 Kon. 4 1010
17.13.A14 A09.05.118.216 Mapauetamon IgE, C85 9 Kon. 7 1225
17.13.A15 A09.05.118.217 AHanbruH Ige, C91 9 Kon. 7 1225
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17.13.A3 A09.05.118.209 Amnuuunnui Ige, C203 9 KOn. 1 655

17.13.A9 A09.05.118.210 HokevumknuH IgE, C62 9 Kon. 4 1010

17.13.A10 A09.05.118.471 HwucrtatuH IgE, C122 9 KOf. 4 1010

17.13.A7 A09.05.118.207 WHcynuH yenoseyeckuit IgE, C73 9 Kon. 1 655

17.13.A12 A09.05.118.215 LnnpodnokcauumH Ige, C108 9 KOf. 4 1010

17.13.A19 A09.05.118.221 AueTuncanuumnosas kucnota (acnupwuH) IgE, C51 9 Kon. 7 1225

17.13.A17 A09.05.118.218 WG6ynpodeH IgE, C78 9 KOI. 7 1225

17.13.A4 A09.05.118.208 AmokcuumnnuH Ige, C204 9 Kon. 1 655

17.13.A16 A09.05.118.219 Ouknodpenak IgE, C79 9 KOf. 7 1225

17.13.A18 A09.05.118.220 KetonpodpeH IgE, C172 9 Kon. 7 1225
WHanBuayanbHble annepreHbl TkaHdu IgE

17.14.A2 A09.05.118.516 Lepctb IgE, K20 9 Kon. 1 665

17.14.A3 A09.05.118.517 LWenk IgE, K74 9 KOI. 1 665

17.14.A1 A09.05.118.515 Xnonok IgE, O1 9 Kon. 1 665

17.14. A4 A09.05.118.514 JlaTekc IgE, K82 9 KOn. 1 665
*MaHenu nuweBbIX annepreHos IgE

17.16.A19 B03.002.004.017 Marens nuuiessix anneprexos Net Igl% (apaxuc, 9A Kon. 1 1255
MUHAanb, pyHAYK, KOKOC, 6pa3nbCKUin Opex - CyMMapHO)

17 16.A20 B03.002.004.018 MaHenb nuweBbix annepreHoB Ne2 IgE (Tpecka, TyHel, oA KO 1 1255
KPEBETKM, NOCOCb, MUAWMN - CYMMapHO)
MaHenb nuweBbix annepreHoB Ne3 IgE (nweHn4Has myka,

17.16.A21 B03.002.004.019 OBCSIHasi MyKa, KyKypy3Hasi MyKka, CeMeHa KyHXyTa, 9A Kor. 1 1255
rpeyHeBasi Myka - CyMMapHoO)
Marenb nuweBbix annepreHoB Ne5 IgE (anuHbIi 6enok,

17.16.A22 B03.002.004.020 MOIIOKO, Tpecka, NeHnYHas Myka, apaxuc, coeBble 600bI |9A KOn. 1 1255
- CyMMapHo)
Marenb nuwesbix annepreHos Ne6 IgE (puc, cemena

17.16.A23 B03.002.004.021 KyHXyTa, NweHnYHas Myka, rpeyHeBasi Myka, CoeBble 9A Kon. 1 1255
606bI - cymMapHO)
Marenb nuweBbix annepreHoB Ne7 IgE (anuHbIi 6enok,

17.16.A24 B03.002.004.022 puC, KOPOBLE MOJOKO, apaxmc, MIEHNYHas MyKa, COeBble |9A KOn. 1 1255
606b! - CyMMapHo)

17 16.A25 B03.002.004.023 MaHenb nuwesbix annepreHoB Ne13 IgE (ropox, 6enas o Ko 1 1255
¢aconb,MOPKOBb, kKapTodenb - CyMMapHO)

17.16.A26 B03.002.004.024 MaHenb nuwesbix annepreHos Ne15 IgE (anenbcuH, oA Kon. 1 1255
6aHaH, 610Ko, NepcuK - CyMMapHo)

17.16.A27 B03.002.004.025  |/2HeNe nweBbIX anneprenos Ne24 IGE (cpyHayk, oA Kon. 1 1255
KPEBETKM, KMBW, HaHaH - CyMMapHoO)
Marenb nuweBbix annepreHoB Ne25 IgE (cemeHa

17.16.A28 B03.002.004.026 KYHXyTa, NekapckmMe ApoXoKu, YeCHOK, cenbaepen - 9A KOn. 1 1255
CyMMapHo)

17 16.A29 B03.002.004.027 MaHenb nuweBbix annepreHoB Ne26 IgE (suyHbI 6enok, o Ko 1 1255
MOJOKO, apaxmuc, ropymua - CymMmapHo)

17.16.A32 B03.002.004.028 Marenb nuwweBbix annepreHoB Ne50 IgE (kuBuW, MaHro, o Kon. 1 1255
6aHaHbl, aHaHac - CyMMapHO)

17.16.A33 B03.002.004.029 || 12HEMb MMwIeBbIX annepreHos Ne51 IgE (nomwaop, 9A Kon. 1 1255
KapTodpenb, MOPKOBb, YECHOK, ropunLa - CyMMapHo)

17.16.A34 B03.002.004.030 Marenb nuwweBbix annepreHoB Ne73 IgE (cBUHMHA, o Kon. 1 1255
KYpPUHOE MACO, roBsanHa, 6apaHnHa - CyMMapHo)

* *ednHbIN pe3ynbTaTt 6e3 ngeHTudrKaummn annepreHa
*MaHenu annepreHoB XUBOTHbIX IgE
MaHenb npodeccunoHanbHbix annepreHos Ne1 IgE

17.15.A10 B03.002.004.031 (nepxoTb Nnowaau, NepxoTb KOPOBbI, NEPO rycs, Nepo 9A Kon. 1 1255
KypULbl - CyMMapHO)
MaHenb annepreHos xuBOTHbIX Ne1 IgE (anuTenuit

17.15.A6 B03.002.004.032 KOLLIKW, MepX0Tb NnoLaaun, NepxoTb KOPOBbI, NEPXOTb 9A Kon. 1 1255
cobaku - cymmapHo)
Manenb annepreHoB xuBoTHbIX Ne70 IgE (anutenuin

17.15.A7 B03.002.004.033 MOPCKOW CBWHKM, 3MUTENWIA KPONMKa, XOMSIK, KpbICa, %A Kon. 1 1 255
MblLUb - CYMMapHO)
MaHenb annepreHoB XMBOTHbIX/Nepbs ntuy, Ne71 IgE

17.15.A8 B03.002.004.034 (nepo rycs, nepo KypuLbl, NepPo YTKX, Nepo UHAOKA - 9A Kon. 1 1255
CYyMMapHo)
MaHenb annepreHoB xu1BOTHbIX/Nepbs NTuL, Ne72 IgE

17.15.A9 B03.002.004.035 (nepo BonHMCTOro nonyras, Nepo nomnyras, Nepo 9A Kon. 1 1255
KaHapemnku - CyMMapHoO)

* *e[AVHbIN pe3ynbTaTt 6e3 ngeHTudukauumn annepreHa
*Manenu annepreHoB gepeBbeB IgE
Mawnenb annepreHos Aepesbes Ne1 IgE (kneH

17.19.A32 B03.002.004.037 sICEHenUCTHbIN, Gepeaa, Ba3, Ay6, rpeLkuii opex - 9A Kon. 1 1255
CYyMMapHo)

17.19.A29 B03.002.004.033  |||2HeNb anneprexos Aepesbes Ne2 IGE (knen oA Kon. 1 1255
SAICEHENNCTHBIN, TOMOMb, B3, Ay6, NekaH-CyMMapHO)

17.19.A30 B03.002.004.039 MaHenb annepreHos AepesbeB Ne5 IgE (onbxa, newwmHa o von. 1 1255
06bIKHOBEHHas1, BSi3, MBa, TOMOJIb - CYyMMapHO)

17 19.A31 B03.002.004.040 MaHenb annepreHoB aepeBbeB Ne9 IgE (onbxa, 6epesa, o Ko 1 1255

neLmHa obbIKHOBEHHas!, Ay6, nBa - CyMMapHO)

*

*e[AVHbIN pedynbTaTt 6e3 ngeHtTudukauumn annepreHa

*MaHenu annepreHoB Tpas IgE

Crtpanuua 27 us 44




17.20.A31

B03.002.004.042

Maxenb annepreHoB Tpas Ne1 IgE (exa cbopHas,
OBCSIHWLIA NyroBasi, PoXXb MHOTONETHSS, TUMOMEeBKa,
MSATVIK NYroBON - CYMMapHO)

9A

KOJ.

1255

17.20.A32

B03.002.004.043

MaHenb annepreHoB Tpas Ne3 IgE (konocok AyLmcTbIi,
POXb MHOTONETHsIA, TUMOMDEEBKa, POXb
KyNbTUBUPOBaHHas!, ByXapHUK LIEPCTUCTLIN - CYMMapHO)

9A

Kon.

1255

17.20.A33

B03.002.004.044

MaHenb annepreHoB COpHbIX pacTeHuin u usetos Ne1 IgE
(amBpo3unsi 06bIKHOBEHHAS!, NOSbIHL OOLIKHOBEHHAS,
NoAoOPOXHUK, Mapb Benas, 30nbHUK/CONsiHKa - CyMMapHO)

9A

Kon.

1255

17.20.A34

B03.002.004.045

[MaHenb annepreHoB COpHbIX pacTeHuin n uBeToB Ne3 IgE
(MonbIHb 0BbLIKHOBEHHAS, NOAOPOXKHUK, Mapb benas,
30M10TaPHWK, Kpanuea ABYLOMHAs - CyMMapHO)

KOs

1255

17.20.A35

B03.002.004.046

[MaHenb annepreHoB COpPHbIX pacTeHuin n uBeToB Ne5 IgE
(ambpo3mns 0ObIKHOBEHHAS, NObIHb OOBIKHOBEHHAS,
30M0TapHWK, HUBSHWK, OyBaHYMK NEeKapCTBEHHbIN -
CyMMapHO)

KOn.

1255

*eOVHbIN pe3ynbTaT 6e3 ugeHTudrkaumm annepreHa

*MaHenu MHransiLuMoHHbIX annepreHos IgE

17.21.A35

B03.002.004.047

MaHenb nHransunoHHbIx annepreHos Ne1 IgE (exa
cbopHas, TumodeeBka, SINTOHCKUIA keap, ambpoaus
06bIKHOBEHHas!, NONblHb OB6bIKHOBEHHAS - CYMMapHO)

Kon.

1255

17.21.A36

B03.002.004.048

MaHenb nHranaunoHHbIX annepreHos Ne2 IgE
(TumodpeeBka, nnecHeBbIn rpunbd (Alternaria tenuis),
6epesa, NomnbiHb OObIKHOBEHHAS - CYMMapHO)

KOn.

1255

17.21.A37

B03.002.004.049

MaHenb nHransunoHHbIx annepreHos Ne3 IgE (knetw -
nepmatodar NepyiHHbIN, ANUTENUIA KOLWKWU, SNUTENUIA
cobaku, nnecHeBbIn rpub Aspergillus fumigatus -
CyMMapHo)

9A

KOn.

1255

17.21.A38

B03.002.004.050

MaHenb nHransunoHHbIX annepreHos Ne6 IgE
(nnecHesbIv rpmb Cladosporium herbarum, Tmodeeska,
nnecHeBbIV rpub Alternaria tenuis, 6epesa, nonbiHb
06bIKHOBEHHAs! - CYyMMapHO)

9A

KOn.

1255

17.21.A39

B03.002.004.051

MaHenb nHranAaunoHHbIX annepreHos Ne7 IgE (anutenui
KOLLIKW, KneLl-gepmaTodar nepuHHbIN, NepxoTb nowaau,
nepxoTb cobaku, aNUTENNIN KPONUKa - CyMMapHO)

9A

Kon.

1255

17.21.A40

B03.002.004.052

MaHenb nHranAaunoHHbIX annepreHos Ne8 IgE (anutenuin
KOLUKW, KneLy-aepmaTtodar nepuHHbIn, 6epesa, nepxoTb
cobaku, nonbiHb 06bIKHOBEHHAs!, TUMOdeeBka, PoXb
KynbTMBMpOBaHHasi, NnecHeBbIl rpud Cladosporum
herbarum - cymmapHo)

9A

Kon.

1255

17.21.A41

B03.002.004.053

MaHenb nHransunoHHbIX annepreHos Ne9 IgE (anutenun
KOLLIKW, MEpXoTb cobaku, OBCsiHWLA nyroBasi, NecHeBbIn
rpmb Alternaria tenuis, NOOOPOXHMK - CyMMapHO)

9A

KOn.

1255

17.21.A42

B03.002.004.013

MaHenb anneprexos nnecexn Ne1 IgE (penicillium
notatum, cladosporium herbarum, aspergillus fumigatus,
candida albicans, alternaria tenuis - cymmapHo)

9A

Kon.

1255

17.21.A43

B03.002.004.015

MaHenb annepreHoB nbiny Ne1 IgE (gomaluHsas nbinb
Greer, knewy-gepmatodar NepuHHbIN, Knewy-gepmatodar
MYYHOW, TapakaH - CyMMapHO)

9A

Kon.

1255

17.21.A54

B03.002.004.016

MaHenb annepreHoB nnecenn IgE, TM9 (Penicillium
chrysogenum notatum m1, Cladosporium herbarum m2,
Aspergillus fumigatus m3, Candida albicans m5, Alternaria
tenuis alternata m6, Helminthospor. Halodes m8 -
CyMMapHO)

Kon.

1255

*eaVHbIN pe3ynbTaTt 6e3 uaeHTUdMKaLmMm annepreHa

*MaHenu kneweBbIX annepreHos IgE

17.21.A44

B03.002.004.014

MaHenb knewesbix annepreHoB Ne1 IgE (knew-
nepmaTtodar nepvHHbINA, MyyYHol, dermatophagoides
microceras, lepidoglyphus destructor, tyrophagus
putrescentiae, glycyphagus domesticus, euroglyphus
maynei, blomia tropicalis - cymm.)

9A

Kon.

1255

*eauHbIN pe3ynbTaTt 6e3 uaeHTUdMKaLmMm annepreHa

NMuweBas HenepeHOCMMOCTb

17.17.D1

B03.002.004.054

19G4 k nuweBbIM annepreHam (nuesas
HenepeHoCcuMocTb - 88 annepreHoB/MUKCTOB)

or, 9A

Kon.

5%

24 400

17.17.D02

B03.002.004.126

Anneprokomnnekc nuwiesble gobasku, Dr Fooke, IgG4

9A, oI

KOr.

16 035

17.17.03

B03.002.004.124

19G K nuLeBbIM annepreHam (nNuiesas
HenepeHocumocTb - 15 annepreHos), UPA

or, 9A

Kon.

4 840

17.17.A10

B03.002.004.117

FOX (Food Xplorer) IgG, 287 aHTureHoB (nuiiesasi
HenepeHoCMMOCTb)

9A, oI

KOn.

26 470

*MaHenu annepreHoB XUBOTHbIX IgE (ImmunoCAP)

17.27.A44

B03.002.004.086

MaHenb annepreHoB XUBOTHbIX, anuTenuii IgE
ImmunoCAP, ex1 (MUKCT NepxoTb: KOLLKK, cobaku,
TI0WWaAN, KOPOBbI - CyMMapHO)

9B

KOn.

11

1855

17.27.A51

B03.002.004.087

MaHenb annepreHoB *unBoTHbIX IgE ImmunoCAP, ex2
(MUKCT: NEpXoTb KOLLKM, NepxoTb cobaku, anutenui
MOPCKOW CBMHKM, KpbICa, MblLLib - CyMMapHO)

9B

Kon.

1"

1855

17.27.A3

B03.002.004.088

MaHenb annepreHoB xunBoTHbIX IgE ImmunoCAP, ex71
(MUKCT Nepbs NTULL: Tycsl, KypuLbl, YTKW, UHOEWKN -
CyMMapHO)

9B

KOn.

11

1855
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17.27.A56

B03.002.004.084

MaHenb annepreHoB xuBoTHbIX IgE ImmunoCAP, ex70
(3nuTenuin Mopckor CBUHKK €6, anMTenuii Kponuka e82,
anuTenuin xomsika e84, Kpbicbl €87, MbiLb €88 -
CyMMapHo)

9B

KOon.

1"

1855

17.27.A57

B03.002.004.085

MaHenb annepreHoB xuBOTHbIX IgE ImmunoCAP, ex72
(Nepbsi NTWL: BOMHUCTOrO Nonyranymka e78, kaHapeku
€201, ANNHHOXBOCTOrO nonyranynka e196, nonyras €213,
Bbtopka €214 - cyMmMapHo)

Kon.

1"

1855

*eAVHbIN pe3ynbTaTt 6e3 ngeHTudukauum annepreHa

*MaHenu annepreHoB aepeBbes IgE (ImmunoCAP)

17.27.A45

B03.002.004.089

MaHenb annepreHoB aepeBbeB IgE ImMmunoCAP, tx9
(MUKCT MbinbLa AepeBbEB: oflbxa cepasi, bepesa
6opoaaByaTas, newyHa obbikHOBEHHas!, oy6 Genbii, nea
6enas - cymMmapHo)

9B

Kon.

1"

1855

17.27.A58

B03.002.004.090

MaHenb annepreHoB k cMecu NbifbLbl AepeBbeB IgE
ImmunoCAP, tx5 (onbxa cepas t2, newumHa t4, Bs3 t8, nea
t12, Tononb t14 - cymmapHo)

KOn.

1"

1855

17.27.A59

B03.002.004.091

MaHenb annepreHoB k cMecu NbifbLbl AepeBbeB IgE
ImmunoCAP, tx6 (kneH siceHenucTHbIN t1, 6epesa

6opopasyaTas t3, 6yk KpynHoNUCTHbIN t5, oy t7, rpeukuin °

opex t10 - cymmapHo)

KOs

1"

1855

*eOVHbIN pe3ynbTaT 6e3 ugeHTudrkaumm annepreHa

*Manenu annepreHoB Tpas IgE (ImmunoCAP)

17.27.A46

B03.002.004.092

MaHenb annepreHoB 3nakoBbix Tpas IgE ImmunoCAP,

gx1 (MUKCT MbinbL@ 3nakoBbIX: exa cbopHasi, OBCsSHULA
nyrosasi, Nnesen, TMModeeBka JyroBasi, MATIIMK NyroBOW -
CyMMapHo)

KOn.

11

1855

17.27.A52

B03.002.004.094

MaHenb annepreHoB copHbix Tpas IgE ImmunoCAP, wx3
(MonbIHb W6, NOAOPOXHMK NaHLETOBUAHBIA W9, Mapb
w10, 3onoTapHuk w12, kpanvea AsygomHas w20 -
CyMMapHO)

KOn.

11

1855

17.27.A71

B03.002.004.161

MaHenb anneprexoB am6posun IgE ImmunoCAP, wx209
(AmBpo3us Bbicokas w1, AMBpo3ns ronomertensyaras
w2, AMBpo3usi TpexpasgenbHasi W3 - CymmapHo)

Kon.

1855

17.27.A54

B03.002.004.074

MaHenb annepreHoB copHbix Tpae IgE ImmunoCAP, wx1
(ambpo3usi Bbicokasi W1, nonbiHb W6, NOAOPOXKHUK
naHueTonucTHbIM W9, mapb 6enast w10, 30MbHUK/ConsiHKa
w11 - cymmapHo)

Kon.

1"

1855

17.27.A68

B03.002.004.093

MaHenb annepreHoB copHbix Tpae IgE ImmunoCAP, wx2
(ambpo3usi ronomeTenbyaTas w2, nonbiHb W6,
NOAOPOXHMK NaHLETOBUAHLIN W9, Mapb w10, nebena
YeyesuuesnaHas w15 - cymmapHo)

Kon.

1"

1855

*e[AVHbIN pe3ynbTaTt 6e3 ngeHTudukauum annepreHa

*Manenu nuweBbix annepreHoB IgE (ImmunoCAP)

17.27.A55

B03.002.004.098

MaHenb annepreHoB aetckon cmecu IgE ImmunoCAP, fx5
(6enok anua f1, monoko f2, peiba f3, Nnwenuua f4, apaxmc
13, cos f14 - cymmapHo)

Kon.

11

1855

17.27.A60

B03.002.004.097

MaHenb annepreHoB mopenpoaykTbl IgE ImmunoCAP, fx2
(pbliba f3, kpeBeTku 24, ronybas muaus f37, TyHeu f40,
nocock f41 - cymmapHo)

Kon.

1"

1855

17.27.A61

B03.002.004.099

MaHenb annepreHoB Myka 311aKoBbIX U KyHXyTHble IgE
ImmunoCAP, fx3 (nwenunua f4, oéc 7, kykypy3a f8,
kyHxyT f10, rpeuunxa f11 - cymmapHo)

Kon.

11

1855

17.27.A62

B03.002.004.100

MaHenb annepreHoB Myka 3nakosbix IgE ImmunoCAP,
fx20 (nwennua 4, poxs f5, sumeHs 6, puc f9 -
CyMMapHo)

9B

Kon.

1"

1855

17.27.A63

B03.002.004.101

MaHenb annepreHoB Msco IgE ImmunoCAP, fx73
(cBuHuHa 26, roeaguHa f27, kypatuHa f83 - cymmapHo)

Kon.

11

1855

17.27.A64

B03.002.004.102

MaHenb annepreHoB ooy 1 6060Bble IgE ImmunoCAP,
fx13 (ropox 12, caconb 15, mopkosb 31, kapTodens f35
- CyMMapHo)

Kon.

1"

1855

17.27.A65

B03.002.004.103

MaHenb annepreHos oBoww IgE ImmunoCAP, fx14
(nommnpop 25, wnuHat 214, kanycta 216, nanpwuka 218 -
CyMMapHO)

Kon.

11

1855

17.27.A66

B03.002.004.104

MaHenb annepreHos opexu IgE ImmunoCAP, fx1 (apaxuc
13, dyHayk f17, 6pasunsckuin opex f18, muHgans 20,
Kokoc f36 - cymmapHo)

Kon.

1"

1855

17.27.A67

B03.002.004.105

MaHenb annepreHoB pbiba IgE ImmunoCAP, x74 (Tpecka
3, cenbab 205, ckymbpus 206, kambana 254 -
CyMMapHO)

9B

Kon.

11

1855

17.27.A69

B03.002.004.095

MaHenb annepreHoB dpykTbl 1 6axyeBble IgE
ImmunoCAP, fx21 (kuswu f84, abiHs f87, 6aHaH f92,
nepcuik f95, anaHnac 210 - cymmapHo)

Kon.

1"

1855

17.27.A70

B03.002.004.096

MaHenb annepreHoB LUTPycoBble 1 pykThl IgE
ImmunoCAP, fx15 (anenbcuH 33, a6noko 49, 6aHaH f92,
nepcuik f95 - cymmapHo)

Kon.

11

1855

*

*e[AVHbIN pedynbTaTt 6e3 ngeHtTudukauum annepreHa

*MaHenu uHransiuMoHHbIX annepreHos IgE (ImmunoCAP)

17.27.A47

B03.002.004.077

MaHenb 6biToBLIX annepreHos IgE ImmunoCAP, hx2
(MVKCT: JOMALLHSS NbiNb, KMeL, JOMALUHeN Nblnn
D.pteronyssinus, knew, gomawHer nbinu D. farinae,
TapakaH pbiXuiA - CyMMapHO)

9B

KOn.

11

1855

*eAVHbIN pedynbTaTt 6e3 ngeHTudukauum annepreHa
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*MaHenu kneweBbIX annepreHoB u nneceHu IgE (ImmunoCAP)

17.27.A50

B03.002.004.107

MaHenb annepreHos nnecexn IgE ImmunoCAP, mx1
(mukceT: Penicillium chrysogenum, Cladosporium
herbarum, Aspergillus fumigatus, Alternaria alternata -
CyMMapHO)

KOs

1"

1855

17.27.A53

B03.002.004.108

MaHenb annepreHoB nnecexn IgE ImmunoCAP, mx2
(Penicillium chrysogenum m1, Cladosporium herbarum
m2, Aspergillus fumigatus m3, Candida albicans m5,
Alternaria alternata m6, Setomelanomma rostrata m8 -
CyMMapHo)

9B

KOn.

1"

1855

*eOVHbIN pe3ynbTaT 6e3 ugeHTudrkaumm annepreHa

*Mpoyne naHenu annepreHoB IgE (ImmunoCAP)

17.30.A43

B03.002.004.072

daguaton getckuii (cbanaHcMpoBaHHasi CMecb
MHransiLuMOHHbIX U MULLIEBLIX anfepreHoB Ans CKPUHUHIA
aTonuu ans getew oo 4 ner)

9B

Kon.

1"

3120

17.30.A44

B03.002.004.070

daguaTon (cbanaHcMpoBaHHasi CMECH UHanNsALMOHHbIX
annepreHoB Ans CKPUHWHIa aTonuv Ans AeTen craplue 4
NET U B3POCIbIX)

KOs

1"

4015

*eOVHbIN pe3ynbTaT 6e3 ugeHTudrkaumm annepreHa

*KomnnekcHble uccnegosanus IgE (ImmunoCAP)

17.29.H9

B03.002.004.081

AnneprokomMnnekc npu actme/puHute B3pocnble 2 IgE
(ImmunoCAP) (OCHOBHbIE MHIanNALMOHHbIE annepreHbl:
KoLLKa, cobaka, knew, d1, TMModeeBka, bepesa, NonbiHb;
[ONONHUTENBHbBIE WHIaNALMOHHbIE: aMbpo3aus,
nnecHesbIV rpub)

9B

KOn.

16 330

17.29.H10

B03.002.004.082

AnneprokomMnnekc npu actme/puHute getm 2 Ige
(ImmunoCAP) (0CHOBHbIE NHIanNsALMOHHbIE annepreHb:
KoLLKa, cobaka, knew, d1, TMModeeBka, bepesa, NonbiHb;
OCHOBHbIE NULLEBbIE: SIUYHBIA BEMOK, MOOKO)

9B

KOn.

16 330

17.29.H11

B03.002.004.083

Anneprokomnnekc npu akdeme 3 IgE (ImmunoCAP)
(OCHOBHbIE UHransUMOHHbIE ansepreHsbl: kolka, cobaka,
knewy d1; ocHOBHble NULLEBbIE: ANYHLIV BEMNOK, MOOKO,
Tpecka, nweHunua, cosi; AoNONHUTESbHbIE MULLEBbLIE:
apaxuc, kpeBeTka)

KOn.

16 330

17.29.A49

B03.002.004.079

Anneprokomnnekc npegonepaumnonHsblii IgE (ImmunoCap)
(TpunTasa, XKenaTtuH kopoBuii c74, NaTekc k82,
XnoprekcuauH c8)

Kon.

1"

9 405

*VIH.D,VIBM,CLyaJ'IbeIVI pe3ynbTaT No KaXXaoMy KOMMOHEHTY
KOMMJiekca

*Anneproyunsi IgE

17.29.A48

B03.002.004.075

Anneprounn, ImmunoCAP ISAC E112i

KOJ.

-
(=]

35 390

17.35.A17

B03.002.004.123

Anneprouun, ALEX2, 300 KOMNOHEHTOB (BKMnto4aeT
onpepgenexue obuero IgE)

Kon.

24915

17.35.A18

B03.002.004.006

Anneprokomnnekc nuwesonn PROTIA (Kopes), IgE

KOJ.

9 455

17.35.A19

B03.002.004.010

AnneprokoMnnekc npu atonuu y AeTen 1 B3pocnbix
PROTIA (Kopes), IgE

Kon.

7140

17.35.A20

B03.002.004.011

Anneprokomnnekc pacwnpeHHbii PROTIA (Kopesi), IgE

KOJ.

11 250

17.35.A21

B03.002.004.012

Anneprokomnnekc pecnupatopHbii PROTIA (Kopes), IgE

Kon.

£ N - ]

9145

*UHAVBMAYaNbHbBIA Pe3ynbTaT Mo KaXXgoMy KOMMOHEHTY
Komnmekca

*MaHenu nuweBbIX annepreHos IgG

17.31.A13

B03.002.004.068

Marenb nuweBbix annepreHos Ne51 IgG (nomunaop,
KapTodenb, MOPKOBb, YECHOK, ropynLa - CyMMapHo)

Kon.

1255

17.31.A14

B03.002.004.069

Marenb nuweBbix annepreHoB Ne73 IgG (CBUHMHA,
KYpPUHOE MACO, roBsanHa, 6apaHnHa - CyMMapHo)

Kon.

1255

17.31.A1

B03.002.004.056

Marenb nuwesbix annepreHos Ne1 IgG (apaxuc,
MUHAanb, yHAyK, KOKoc, 6pasunbCckuii opex - CyMMapHo)

Kon.

1255

17.31.A2

B03.002.004.057

Marenb nuwweBbix annepreHoB Ne2 IgG (Tpecka, TyHel,
KPEBETKM, TOCOCb, MUAMMN - CYMMapHO)

or

Kon.

1255

17.31.A3

B03.002.004.058

Marenb nuwesbix annepreHoB Ne3 IgG (nweHnyHas
MyKa, OBCSIHasi MyKa, KyKypy3Hasi Myka, CEMeHa KyHXyTa,
rpeyHeBasi Myka - CyMMapHo)

Kon.

1255

17.31.A4

B03.002.004.059

Marenb nuweBbix annepreHoB Ne5 IgG (Aan4HbI Bernok,
MOIIOKO, TPeckKa, NeHNYHas Myka, apaxuc, coeBble 600bI
- CyMMapHo0)

Kon.

1255

17.31.A5

B03.002.004.060

MaHenb nuwesbix annepreHoB Ne6 I1gG (puc, cemeHa
KYHXYTa, MLEeHNYHas Myka, rpeqyHeBas Myka, CoeBble
606bI - cymMapHO)

Kon.

1255

17.31.A6

B03.002.004.061

Marenb nuwweBbix annepreHoB Ne7 IgG (An4HbI Benok,
puC, KOPOBbE MOJOKO, apaxmc, MLIEHNYHas MyKa, COeBble
606b! - CyMMapHo)

Kon.

1255

17.31.A7

B03.002.004.062

Marenb nuwesbix annepreHos Ne13 IgG (3eneHbin
ropotuek, 6enbie 606bl, MOPKOBb, kapTodesb - CyMMapHO)

or

Kon.

1255

17.31.A8

B03.002.004.063

Marenb nuwweBbix annepreHoB Ne15 IgG (anenbcuH,
6aHaH, 6510k, NEPCUK - CyMMapHO)

or

Kon.

1255

17.31.A9

B03.002.004.064

Manenb nuwesbix annepreHos Ne24 I1gG (dyHAYK,
KPEBETKM, KMBW, 6HaHaH - CyMMapHoO)

or

KOn.

1255

17.31.A10

B03.002.004.065

Marenb nuweBbix annepreHoB Ne25 IgG (cemeHa
KYHXyTa, Nekapckue ApOo3OKU, YECHOK, Cenbaepen -
CYyMMapHo)

or

Kon.

1255
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17.31.A11

B03.002.004.066

Marenb nuwweBbix annepreHoB Ne26 IgG (snyHblii 6enok,
MOJIOKO, apaxmc,ropymua - CyMMapHo)

or

KOJ.

1255

17.31.A12

B03.002.004.067

MaHenb nuwesbix annepreHoB Ne50 IgG (kuBu, MaHro,
6aHaHbl, aHaHaC - CyMMapHO)

or

KOon.

1255

*

*eAVHbIN pe3ynbTaTt 6e3 ngeHTudukauum annepreHa

*Komnnekcbl annepreHoB IgE

17.35.D11

B03.002.004.003

AnneprokomMnnekc cmelanHblin Ne1, IgE, NOA: knewy,
d1/d2, onbxa, 6epesa, newimHa, CM.TpaB, POXb, NOSbIHb,
NoOOPOXHKK, KOLLKa, nolwaab, cobaka, A.alternata,
sny.6enok, MoMoko, apaxuc, Nec.opex, MOpKoBb,
nweHnY.MyKa, cost

9A

Kon.

8 200

17.35.D12

B03.002.004.009

Anneprokomnnekc pecnupatopHbit Ne2,IgE, NDA: knewy
d1/d2, onbxa, 6epesa, newmnHa, Ay6, CM.TpaB, PoXb,
nonbiHb, NOAOPOXHWK, KOLLKA, Nowwaab, cobaka,
MOp.CBUHKa, XOMSIK, kponuk, Penic.notat., Cl.herbar.,
Asp.fumigat., A.alternata

9A

Kon.

8 200

17.35.D13

B03.002.004.005

Anneprokomnnekc nuweson 3, IgE, NDA: dyHAaYK,
apaxuc, rpew.opex, M1HA.opex, MOMOKO,
AnY.6enokHKenTok, kasenH, kaptodens, cenbaepen,
MOPKOBb, TOMaThl, Tpecka, kpab, anenbcuH, A610ko,
NLWEeHNY.MyKa, pX.MyKa, KyHXYT, COsl

9A

Kon.

8 200

17.35.D14

B03.002.004.004

AnneprokomMnnekc neguatpudeckuin 4, IgE, UPA: knewy
d1/d2, 6epe3a, cm.TpaB, KoLuka, cobaka, A.alternata,
MOJI0KO, a-naktansb., b-nakrtornob., kaseuH,
any.6enokixentok, BCA, cosi, MOpKoBb, kapTodens,
nweHny.Myka, dyHayK, apaxvc

9A

Kon.

8 200

17.35.D15

B03.002.004.125

Anneprokomnnekc nuwesble gobasku, Dr Fooke, IgE

9A

KOr.

12745

17.35.D9

B03.002.004.007

MecTHble aHecTeTuku Ne 1 ApTtukanH/CkaHgoHecT, IgE

9A

KOr.

»

1595

17.35.D10

B03.002.004.008

MecTHble aHecTeTukn Ne 2 HoBokauH/JIngokauH, IgE

9A

KOJ.

1595

*

*MHAMBMAYanNbHbIA PE3YNbTAT MO KAXAO0MY KOMMOHEHTY
KoMMekca

MuweBble anneprokoMnoHeHTbl IgE (ImmunoCAP)

17.36.A15

A09.05.118.497

TpONOMMO3MH KpPEeBETOK, anneprokoMnoHeHT IgE
(ImmunoCAP), f351 rPen a1

96

Kon.

3890

17.36.A8

A09.05.118.492

Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f352 rAra
h8

96

KOn.

3890

17.36.A9

A09.05.118.489

Apaxwuc, anneprokomnoHeHT IgE (ImmunoCAP), f422 rAra
h1

96

Kon.

3890

17.36.A18

A09.05.118.519

peuknin opex, anneprokomnoHeHT IgE (ImmunoCAP),
f441 rdug r1

KOn.

3890

17.36.A19

A09.05.118.520

peuknin opex, anneprokomnoHeHT IgE (ImmunoCAP),
442 rJug r3

96

Kon.

3890

17.36.A20

A09.05.118.521

Kewbto, anneprokomnoHeHT IgE (ImmunoCAP), f443 rAna
03

96

KOn.

3890

17.36.A21

A09.05.118.522

Mepcuk, anneprokomMnoHeHT IgE (ImmunoCAP), f420 rPru
p3

96

Kon.

3890

17.36.A22

A09.05.118.523

Abnoko, anneprokoMnoHeHT IgE (ImmunoCAP), 435 rMal
d3

96

Kon.

3890

17.36.D16

A09.05.118.524

Apaxuc, anneprokoMnoHeHT IgE (ImmunoCAP), f447 rAra
h6

96

Kon.

3890

17.64.D138

A09.05.118.525

[anakro3a-anbda-1,3-ranakrosa (a-Gal),
anneprokomnoHeHT IgE (ImmunoCAP), 0215

96

Kon.

3890

17.37.A2

A09.05.118.485

Bblunit CbIBOPOTOYHbI anbbyMuH, anneprokoMnoHeHT IgE
(ImmunoCAP), €204 nBos d6 (BSA)

96

Kon.

3890

17.36.A4

A09.05.118.482

Anbda-nakranb6ymyiH, anneprokoMnoHeHT IgE
(ImmunoCAP), f76 nBos d4

Kon.

3890

17.36.A5

A09.05.118.483

BeTta-naktorno6ynuH, anneprokoMrnoHeHT IgE
(ImmunoCAP), f77 nBos d5

96

Kon.

3890

17.36.A2

A09.05.118.484

KaszewuH, kopoBbe MOMOKO, anfeprokoMnoHeHT IgE
(ImmunoCAP), f78 nBos d8

Kon.

3890

17.36.A6

A09.05.118.486

OBanb6ymMuH sifiLa, anneprokoMnoHeHT IgE
(ImmunoCAP), 232 nGal d2

96

Kon.

3890

17.36.A1

A09.05.118.487

OBomykoug Arua, anneprokomnoHeHT IgE (ImmunoCAP),
233 nGal d1

96

Kon.

3890

17.36.A3

A09.05.118.488

Inzoumm sanua, anneprokoMnoHeHT IgE (ImmunoCAP),
k208 nGal d4

96

Kon.

3890

17.68.A1

A09.05.118.498

KoHanbbymuH siiua, anneprokomMnoHeHT IgE
(ImmunoCAP), 323 nGal d3

96

Kon.

3890

17.36.A7

A09.05.118.496

Cos (G. max), anneprokomnoHeHT IgE (ImmunoCAP),
353 rGly m4PR-10

Kon.

3890

17.36.A10

A09.05.118.490

Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f423 rAra
h2

96

Kon.

3890

17.36.A11

A09.05.118.491

Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f424 rAra
h3

96

Kon.

3890

17.36.A12

A09.05.118.493

Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f427 rAra
h9

96

Kon.

3890

17.36.A13

A09.05.118.494

Kapn, anneprokomnoHeHT IgE (ImmunoCAP), f355 rCyp
cl

96

Kon.

3890

17.36.A17

A09.05.118.499

Tpecka aTnaHTU4eckasl, anneprokoMnoHeHT IgE
(ImmunoCAP), f426 rGad c1

KOn.

3890

17.36.A14

A09.05.118.495

Owmera-5 MuaauH nNweHuLbl, anneprokoMroHeHT IgE
(ImmunoCAP), 416 rTri a19

96

Kon.

3890
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AnneprokomMnoHeHTbI XUBOTHbIX 1 NTUL IgE (ImmunoCAP)

Kowka, anneprokoMnoHeHT IgE (ImmunoCAP), €94 rFel

17.37.A1 A09.05.118.502 d1 96 Kon. 9 3890
17.23.A32 A09.05.118.503 sg;m(a, anneprokomnoHeHT IgE (ImmunoCAP), €220 (rFel o5 von. 9 3890
17.37.A3 A09.05.118.500 Eg::ﬁ’ anneprokoMnoHeHT IgE (ImmunoCAP), €101 % Ko 9 3890
17.37.A4 A09.05.118.501 ?g::?;‘ anneprokomnoxeHT Igk (ImmunoCAP), €102 96 Kon. 9 3890
17.37.A5 A09.05.118.504 Eggi"%’ anneprokomnoreHT gk (IMmunoCAP), €221 o kon. 9 3890
AnneprokomnoHeHTbl AepeBbes IgE (ImmunoCAP)
17.38.A1 A09.05.118.505 \l?;e[;’e;?{oanneprommnwem IgE (ImmunoCAP), t215 rBet o5 von. 9 3890
17 38 A2 A09.05.118.506 Bepesa, anneprokoMnoHeHT IgE (ImmunoCAP), t221 rBet o5 von. 9 3890
v2, rBet v4
AnneprokomnoHeHTb! Tpas IgE (ImmunoCAP)
1739 A1 A09.05.118.508 AmbBpo3us, anneprokoMmnoHeHT IgE (ImmunoCAP), w230 o5 von. 9 3890
nAmb a1
17.39.A4 A09.05.118.509 D’;’;b\;’;b’ anneprokoMnoHeHT IgE (ImmunoCAP), w231 . Ko 9 3890
TumodpbeeBka nyrosasi, anneprokoMnoHeHT IgE
17.39.A2 A09.05.118.511 (ImmunoCAP), g213 rPhi p1, rPhI p5b 9% Kon. 9 3890
TumodbeeBka nyrosas, anneprokoMnoHeHT IgE
17.39.A3 A09.05.118.507 (IMmunoCAP), 214 rPhi p7. rPhl p12 9% Kon. 9 3890
17.39.A5 A09.05.118.510 ::2"\;';"‘ anneprokomnoneHT Ig (ImmunoCAR), w233 o kon. 9 3890
TuModeeBka nyrosasi, anneprokoMnoHeHT IgE
17.39.A6 A09.05.118.512 (ImmunoCAP), g208 rPhi p4 96 Kon. 9 3890
AnneprokomnoHeHTbl rpu6os u nnecexu IgE (ImmunoCAP)
Alternaria alternata, anneprokomnoHeHT IgE
17.71.A1 A09.05.118.513 (ImmUnoCAP), m229 rAlt a1 9% Kor. 9 3890
AnneprokomMnoHeHTbI knewein gomMaliHen noeinu IgE (ImmunoCAP)
TponoMMO3uH knewler AoMaLLHEN Nbinun,
17.70.A1 A09.05.118.559 anneprokomMnoHeHT IgE (ImmunoCAP), d205 rDer p10 * Kon. 9 3890
AnneprokomMnoHeHTbl HacekombIx U ux siaoB IgE (ImmunoCAP)
An ocbl 06bIKHOBEHHOM, anneprokoMMnoHeHT IgE
17.86.A1 A09.05.118.561 (ImmUnoCAP), 209 rVes v5 9% Kon. 9 3890
docconmnaza A2 nyensl MegoHOCHON,
17.86.A2 A09.05.118.560 anneprokomnoHeHT IgE (ImmunoCAP), i208 rApi m1 . Kon. 9 3890
AnneprokomMnoHeHTbl NnpodeccruoHanbHbIX annepreHos IgE (ImmunoCAP)
17.72.A10 A09.05.118.562 Jl;IgTOe;c, anneprokomnoHeHT IgE (ImmunoCAP), k220 rHev o5 von. 9 3890
WHauBuayanbHbie nuieBble annepreHbl IgG: ®pykTbl u sirogsbl
17.50.A105 A09.05.118.230 AnenbcuH IgG, F33 or Kon. 1 665
17.50.A114 A09.05.118.239 Kny6Huka IgG, F44 or Kon. 1 665
17.57.A123 A09.05.118.248 PuHukm IgG, F289 or Kon. 1 665
17.50.A102 A09.05.118.227 Abpukoc IgG, F237 or KOI. 1 665
17.50.A103 A09.05.118.228 ABokago IgG, F96 or Kon. 1 665
17.50.A104 A09.05.118.229 AHaHac IgG, F210 or KOn. 1 665
17.50.A109 A09.05.118.234 pevindpyT IgG, F209 or Kon. 1 665
17.50.A110 A09.05.118.235 pywa IgG, F94 or KOI. 1 665
17.50.A111 A09.05.118.236 ObiHa IgG, F87 or Kon. 1 665
17.50.A112 A09.05.118.237 Wnxup IgG, F402 or KOI. 1 665
17.50.A126 A09.05.118.247 Arogpl (YepHuka, ronybuka, bpycHuka) IgG, F288 or Kon. 1 665
17.50.A113 A09.05.118.238 Kuswu IgG, F84 or KOn. 1 665
17.50.A115 A09.05.118.240 Kokoc IgG, F36 or Kon. 1 665
17.50.A116 A09.05.118.241 JlumoH IgG, F208 or KO. 1 665
17.50.A118 A09.05.118.242 Matro IgG, F91 or Kon. 1 665
17.50.A121 A09.05.118.243 Mepcuk IgG, F95 or KOI. 1 665
17.50.A122 A09.05.118.244 Cnusa IgG, F255 or Kon. 1 665
17.50.A124 A09.05.118.245 Xypma IgG, F301 or KOI. 1 665
17.50.A125 A09.05.118.246 Abnoko IgG, F49 or Kon. 1 665
17.50.A106 A09.05.118.231 BanaH IgG, F92 or KOI. 1 665
17.50.A107 A09.05.118.232 BuHorpag IgG, F259 or Kon. 1 665
17.50.A108 A09.05.118.233 BuwHs 1gG, F242 or Kon. 1 665
WHauBuayanbHble nuuieBble anneprelbl IgG: Osolwm
17.51.A77 A09.05.118.257 Orypeu IgG, F244 or KOr. 1 665
17.51.A73 A09.05.118.254 KapTodgrens IgG, F35 or Kon. 1 665
17.51.A84 A09.05.118.255 Jlyk IgG, F48 or KOI. 1 665
17.51.A74 A09.05.118.256 MopkoBb IgG, F31 or Kon. 1 665
17.51.A82 A09.05.118.265 WnuHart IgG, F214 or KO. 1 665
17.51.A68 A09.05.118.249 BaknaxaH IgG, F262 or Kon. 1 665
17.51.A69 A09.05.118.250 Kanycta 6pokkonu IgG, F260 or KOI. 1 665
17.51.A71 A09.05.118.252 Kanycra koyaHHas IgG, F216 or Kon. 1 665
17.51.A72 A09.05.118.253 Kanycrta usetHas IgG, F291 or Kon. 1 665
17.51.A96 A09.05.118.258 Mepey 3eneHbiti IgG, F263 or Kon. 1 665
17.51.A95 A09.05.118.259 Mepew kpacHsbli (nanpuka) IgG, F218 or Kon. 1 665
17.51.A75 A09.05.118.264 ToikBa IgG, F225 or Kon. 1 665
17.51.A79 A09.05.118.260 MeTpywka IgG, F86 or Kon. 1 665
17.51.A81 A09.05.118.261 Cenbgepeit IgG, F85 or Kon. 1 665
17.51.A78 A09.05.118.262 Cnapxa IgG, F261 or KOS. 1 665
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17.51.A76 A09.05.118.263 Tomar IgG, F25 or KOS. 1 665
17.51.A70 A09.05.118.251 Kanycrta 6ptoccenbckas IgG, F217 or Kon. 1 665
WHauBuayanbHbie nuweBble annepreHbl IgG: Bo6oBble
17.52.A44 A09.05.118.272 Yeuesuua IgG, F235 or Kon. 1 665
17.52.A46 A09.05.118.266 Bo6bl coeble IgG, F14 or KOf. 1 665
17.52.A49 A09.05.118.269 daconb 6enas IgG, F15 or Kon. 1 665
17.52.A47 A09.05.118.267 [opoluek 3eneHbin I9G, F12 or Kor. 1 665
17.52.A48 A09.05.118.268 HyT (Typeukui ropox) IgG, F309 or Kon. 1 665
17.52.A50 A09.05.118.270 daconb 3eneHas IgG, F315 or Kon. 1 665
17.52.A51 A09.05.118.271 daconb kpacHas IgG, F287 or Kon. 1 665
WHavBuayanbHbie nulieBble annepredbl IgG: Opexu
17.53.A60 A09.05.118.275 Kewsto 1gG, F202 or Kon. 1 665
17.53.A56 A09.05.118.273 Apaxuc IgG, F13 or KOf. 1 665
17.53.A59 A09.05.118.276 Mungans IgG, F20 or Kon. 1 665
17.53.A62 A09.05.118.277 ducrawkm IgG, F203 or KOn. 1 665
17.53.A63 A09.05.118.278 DyHayk IgG, F17 or Kon. 1 665
17.53.A58 A09.05.118.274 "peukunnn opex IgG, F256 or KOf. 1 665
WHauBuayanbHbie nuieBble anneprexsbl IgG: Msco
17.54.A30 A09.05.118.280 [oBsiguHa IgG, F27 or KOn. 1 665
17.54.A32 A09.05.118.281 WHpenka IgG, F 284 or Kon. 1 665
17.54.A33 A09.05.118.282 KypuHoe msico IgG, F83 or KOf. 1 665
17.54.A29 A09.05.118.283 CsuHuHa IgG, F26 or Kon. 1 665
17.54.A31 A09.05.118.279 BapanvHa IgG, F88 or KOf. 1 665
WHauBuayanbHbie nuieBble annepreHbl IgG: Monoko U MonoYHble NPOAYKTbI
17.55.A9 A09.05.118.284 Anbda-nakroansbymuH IgG, F76 or Kof. 1 665
17.55.A10 A09.05.118.285 BeTta-naktornobynuH IgG, F77 or KOI. 1 665
17.55.A7 A09.05.118.287 Monoko kunsiyeHoe IgG, F231 or KOn. 1 665
17.55.A8 A09.05.118.289 CbIBOpoTKa MonoyHasi IgG, F236 or Kon. 1 665
17.55.A13 A09.05.118.290 Coblp Tvna "Moyng" IgG, F82 or Kof. 1 665
17.55.A12 A09.05.118.291 Coblp Tvna "Yegpep” I9G, F81 or Kon. 1 1135
17.55.A11 A09.05.118.286 KaseuH IgG, F78 or KOn. 1 1375
17.55.A6 A09.05.118.288 Monoko kopoBbe IgG, F2 or Kon. 1 665
WHavBuayanbHbie nuleBble annepredbl IgG: Pui6a 1 MopenpoayKTbl
17.56.A18 A09.05.118.301 Tpecka IgG, F3 or KOI. 1 665
17.56.A15 A09.05.118.297 Jococb IgG, F41 or KOn. 1 665
17.56.A24 A09.05.118.298 Muawms IgG, F37 or KOn. 1 665
17.56.A16 A09.05.118.299 CapguHa IgG, F61 or KOn. 1 665
17.56.A17 A09.05.118.300 Ckymb6pusi 1gG, F50 or KOI. 1 665
17.56.A14 A09.05.118.293 Kamb6ana IgG, F254 or KOn. 1 665
17.56.A21 A09.05.118.294 Kpab IgG, F23 or Kon. 1 665
17.56.A22 A09.05.118.295 KpeseTku IgG, F24 or Kof. 1 665
17.56.A23 A09.05.118.296 JlobcTep (omap) IgG, F80 or KOI. 1 665
17.56.A25 A09.05.118.292 pebewwok IgG, F338 or Kof. 1 665
17.56.A19 A09.05.118.302 TyHeu IgG, F40 or Kon. 1 665
17.56.A27 A09.05.118.303 Yctpuubl IgG, F290 or Kon. 1 665
17.56.A20 A09.05.118.304 dopens IgG, F204 or Kon. 1 665
WHavBuayanbHble nulieBble anneprexdsbl IgG: MpunpaBbl U Apyrue NpoAyKTbl
17.51.A83 A09.05.118.320 YecHok IgG, F47 or KOI. 1 665
17.57.A55 A09.05.118.321 LWokonapg IgG, F105 or Kon. 1 665
17.57.A89 A09.05.118.310 Wmbups IgG, F270 or Kon. 1 665
17.57.A54 A09.05.118.311 Kakao IgG, F93 or Kon. 1 665
17.57.A66 A09.05.118.319 Conog IgG, F90 or Kon. 1 665
17.57.A97 A09.05.118.318 Mepey YepHbIn IgG, F280 or Kon. 1 665
17.57.A87 A09.05.118.306 lopuuua IgG, F89 or Kon. 1 665
17.57.A53 A09.05.118.313 Kodpe IgG, F221 or Kon. 1 665
17.57.A45 A09.05.118.314 KyrxyT I1gG, F10 or Kon. 1 665
17.57.A94 A09.05.118.317 MsrTa IgG, F405 or Kon. 1 665
17.57.A34 A09.05.118.307 py6bl (WamnuHboHbI) IgG, F212 or Kon. 1 665
17.57.A64 A09.05.118.308 [poxokun nekapckue IgG, F45 or Kon. 1 665
17.57.A65 A09.05.118.309 Opoxokun nueHble IgG, F403 or Kon. 1 665
17.57.A90 A09.05.118.312 Kappu (npunpasa) IgG, F281 or Kon. 1 665
17.57.A91 A09.05.118.315 JlaBpoBbiti nncT IgG, F278 or Kon. 1 665
17.57.A127 A09.05.118.316 Macno nogconHe4Hoe IgG, K84 or Kon. 1 665
17.57.A86 A09.05.118.305 Banunb IgG, F234 or KO. 1 665
WHavBuayanbHbie nulieBble annepredbl IgG: SiLo 1 KOMNOHEHTHI AnLa
17.58.A1 A09.05.118.322 Ao kypuHoe IgG, F245 or Kon. 1 665
17.58.A3 A09.05.118.323 Benok siuuHbii IgG, F1 or Kon. 1 665
17.58.A5 A09.05.118.326 Osomykomng IgG, F233 or Kon. 1 665
17.58.A2 A09.05.118.324 XKentok sinyHbiv IgG, F75 or Kon. 1 665
17.58.A4 A09.05.118.325 OBanbbymuH IgG, F232 or Kon. 1 665
WHavBuayanbHbie nuleBble annepredbl IgG: 3epHoBble KynbTypbl
17.59.A42 A09.05.118.334 Mpoco IgG, F55 or Kon. 1 665
17.59.A43 A09.05.118.335 Puc IgG, F9 or Kon. 1 665
17.59.A41 A09.05.118.333 Myka sumeHHas IgG, F6 or Kon. 1 665
17.59.A35 A09.05.118.327 KnerikoBuHa (rntoteH) IgG, F79 or Kon. 1 665
17.59.A36 A09.05.118.328 Myka rpeyHeBas IgG, F11 or Kon. 1 665
17.59.A37 A09.05.118.329 Myka Kykypy3Has IgG, F8 or Kon. 1 665
17.59.A38 A09.05.118.330 Myka oBcsiHas IgG, F7 or Kon. 1 665
17.59.A39 A09.05.118.331 Myka nwexunyHas IgG, F4 or Kon. 1 665
17.59.A40 A09.05.118.332 Myka pxaHas IgG, F5 or Kon. 1 665
WHavBuayanbHbie nuweBble annepredsbi IgE (ImmunoCAP): ®pykThbl U srogbl
17.60.A136 [A09.05.118.336  |AnenbcuH IgE (ImmunoCAP), £33 9 Kor. 9 [ 1580
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17.60.A143 A09.05.118.350 Kny6Huka IgE (ImmunoCAP), f44 9% KOn. 9 1580
17.60.A146 A09.05.118.338 JlumoH IgE (ImmunoCAP), 208 % Kon. 9 1580
17.60.A160 A09.05.118.339 Abnoko IgE (ImmunoCAP), f49 9% KOf. 9 1580
17.60.A161 A09.05.118.343 Abpukoc IgE (ImmunoCAP), 237 % Kon. 9 1580
17.60.A162 A09.05.118.347 Asokago IgE (ImmunoCAP), f96 95 KOf. 9 1580
17.60.A163 A09.05.118.346 AnaHac IgE (ImmunoCAP), f210 % Kon. 9 1580
17.60.A164 A09.05.118.349 Apby3 IgE (ImmunoCAP), 329 95 KOf. 9 1580
17.60.A165 A09.05.118.342 BaHaH IgE (ImmunoCAP), f92 % Kon. 9 1580
17.60.A166 A09.05.118.344 BuHorpag IgE (ImmunoCAP), 259 95 KOf. 9 1580
17.60.A167 A09.05.118.351 BuwHs IgE (ImmunoCAP), 242 % Kon. 9 1580
17.60.A168 A09.05.118.354 penndpyT IgE (ImmunoCAP), 209 95 KOf. 9 1580
17.60.A169 A09.05.118.340 pywa IgE (ImmunoCAP), f94 % Kon. 9 1580
17.60.A170 A09.05.118.348 ObiHs IgE (ImmunoCAP), f87 95 KOf. 9 1580
17.60.A172 A09.05.118.345 Kuswu IgE (ImmunoCAP), f84 % Kon. 9 1580
17.60.A173 A09.05.118.353 ManvHa IgE (ImmunoCAP), f343 95 KOf. 9 1580
17.60.A174 A09.05.118.355 Matro IgE (ImmunoCAP), f91 % Kon. 9 1580
17.60.A175 A09.05.118.337 MangapuH IgE (ImmunoCAP), £302 % Kor. 9 1580
17.60.A176 A09.05.118.341 Mepcuk IgE (ImmunoCAP), 195 % Kon. 9 1580
17.60.A177 A09.05.118.352 CwmopogauHa kpacHas IgE (ImmunoCAP), £322 % Kor. 9 1580
WHauBuayanbHbie nuieBble anneprexdbl IgE (ImmunoCAP): Osowm
17.61.A142 A09.05.118.357 Kaptodpens IgE (ImmunoCAP), f35 95 KOf. 9 1580
17.61.A150 A09.05.118.356 MopkoBb IgE (ImmunoCAP), f31 % Kon. 9 1580
17.61.A155 A09.05.118.358 Tomarbl IgE (ImmunoCAP), f25 95 KOf. 9 1580
17.61.A157 A09.05.118.361 ToikBa IgE (ImmunoCAP), 225 % Kon. 9 1580
17.61.A159 A09.05.118.369 LiBeTHas kanycta IgE (ImmunoCAP), 291 96 Kof. 9 1580
17.61.A160 A09.05.118.359 BaknaxaH IgE (ImmunoCAP), f262 9% Kon. 9 1580
17.61.A161 A09.05.118.364 Bpokkonu IgE (ImmunoCAP), f260 96 Kof. 9 1 580
17.61.A162 A09.05.118.365 Kanycta 6enokovaHHas IgE (ImmunoCAP), 216 9% Kon. 9 1580
17.61.A163 A09.05.118.366 Jyk IgE (ImmunoCAP), f48 96 Kof. 9 1 580
17.61.A164 A09.05.118.360 Orypeu IgE (ImmunoCAP), f244 9% Kon. 9 1580
17.61.A165 A09.05.118.363 Manpuka, cnagkmii neped IgE (ImmunoCAP), 218 96 Kof. 9 1580
17.61.A167 A09.05.118.362 CaxapHasi ceekna IgE (ImmunoCAP), f227 9% Kon. 9 1580
17.61.A168 A09.05.118.367 Cenbgepeii IgE (ImmunoCAP), f85 96 Kof. 9 1 580
17.61.A169 A09.05.118.368 LWnuHat IgE (ImmunoCAP), f214 9% Kon. 9 1580
WHauBuayanbHble nuueBble annepredbl IgE (ImmunoCAP): Bo6oBbie
17.62.A133 A09.05.118.370 Cos IgE (ImmunoCAP), f14 9% Kon. 9 1580
17.62.A134 A09.05.118.371 [opox IgE (ImmunoCAP), {12 96 Kof. 9 1 580
17.62.A135 A09.05.118.372 daconb 6enas (benble 606b1) IgE (ImmunoCAP), f15 9% Kon. 9 1580
WHauBuayaneHble nuweBble anneprelbl IgE (ImmunoCAP): Opexu
17.63.A132 A09.05.118.379 Kepposeiii opex IgE (ImmunoCAP), f253 9% Kon. 9 1580
17.63.A128 A09.05.118.373 Apaxuc IgE (ImmunoCAP), f13 96 Kof. 9 1 580
17.63.A129 A09.05.118.375 peukuin opex IgE (ImmunoCAP), 256 9% Kon. 9 1580
17.63.A130 A09.05.118.376 MwuHgans IgE (ImmunoCAP), f20 96 Kof. 9 1 580
17.63.A131 A09.05.118.374 dyHayk IgE (ImmunoCAP), f17 9% Kon. 9 1580
17.63.A1 A09.05.118.377 Pucrawka IgE (ImmunoCAP), f203 % Kon. 9 1580
17.63.A2 A09.05.118.378 Opex kelwbto IgE (ImmunoCAP), f202 9% Kon. 9 1580
WHauBuayaneHble nuuieBble annepretbl IgE (ImmunoCAP): Msico
17.64.A137 A09.05.118.385 loBsignHa IgE (ImmunoCAP), f27 9% Kon. 9 1580
17.64.A140 A09.05.118.384 Wupenka, msaco IgE (ImmunoCAP), 284 95 Kon. 9 1 580
17.64.A145 A09.05.118.383 Kypuua, msco IgE (ImmunoCAP), f83 9% Kon. 9 1580
17.64.A154 A09.05.118.381 CsuHuHa IgE (ImmunoCAP), £26 % Kon. 9 1580
17.64.A155 A09.05.118.380 BapanuHa IgE (ImmunoCAP), f88 9% Kon. 9 1580
17.64.A156 A09.05.118.382 Msco kponuka IgE (ImmunoCAP), f213 % Kon. 9 1580
WHauBuayanbHbie nuweBble annepredbl IgE (ImmunoCAP): Monioko U MOMOYHbIE NPOAYKTbI
17.65.A130 A09.05.118.387 Kosbe monoko IgE (ImmunoCAP), f300 % Kon. 9 1580
17.65.A131 A09.05.118.386 Monoko IgE (ImmunoCAP), f2 9% Kon. 9 1580
17.65.A149 A09.05.118.390 Monoko kunsyeHoe IgE (ImmunoCAP), f231 % Kon. 9 1580
17.65.A150 A09.05.118.388 Cblp ¢ nnecexbto IgE (ImmunoCAP), 82 9% Kon. 9 1580
17.65.A151 A09.05.118.389 Cbip Yepaep IgE (ImmunoCAP), f81 % Kon. 9 1580
WHauBuayanbHbie nuweBble annepreHbl IgE (ImmunoCAP): Pbi6a 1 MopenpoayKTbi
17.66.A147 A09.05.118.393 Jlococb IgE (ImmunoCAP), f41 % Kon. 9 1580
17.66.A158 A09.05.118.398 Popensb IgE (ImmunoCAP), f204 9% Kon. 9 1580
17.66.A1 A09.05.118.395 Kpesetka IgE (ImmunoCAP), 24 % Kon. 9 1580
17.66.A159 A09.05.118.396 Kanbmap IgE (ImmunoCAP), f258 9% Kon. 9 1580
17.66.A160 A09.05.118.394 Kpab IgE (ImmunoCAP), f23 % Kon. 9 1580
17.66.A161 A09.05.118.397 CuHas mnams IgE (ImmunoCAP), 37 9% Kon. 9 1580
17.66.A162 A09.05.118.392 TyHeu IgE (ImmunoCAP), f40 % Kon. 9 1580
17.66.A164 A09.05.118.399 Monntock IgE (ImmunoCAP), f207 9% Kon. 9 1580
17.66.A156 A09.05.118.391 Tpecka IgE (ImmunoCAP), f3 % Kon. 9 1580
WHauBuayanbHbie nuweBble annepreHbl IgE (ImmunoCAP): MpunpaBbl 1 gpyrve npoayKTbl
17.67.A139 A09.05.118.407 Opoxokun nekapckue IgE (ImmunoCAP), 45 % Kon. 9 1580
17.67.A141 A09.05.118.402 Kakao IgE (ImmunoCAP), f93 9% Kon. 9 1580
17.67.A144 A09.05.118.403 Kodpe, 3epHa IgE (ImmunoCAP), f221 % Kon. 9 1580
17.67.A149 A09.05.118.405 Banunb IgE (ImmunoCAP), 234 9% KOI. 9 1580
17.67.A150 A09.05.118.400 pubbl (WwamnuHboHsbl) IgE (ImmunoCAP), 212 % Kon. 9 1580
17.67.A151 A09.05.118.409 KyrxyT IgE (ImmunoCAP), f10 9% KOI. 9 1580
17.67.A152 A09.05.118.406 CemeHa maka IgE (ImmunoCAP), 224 % Kon. 9 1580
17.67.A153 A09.05.118.404 Yait IgE (ImmunoCAP), {222 9% KOS. 9 1580
17.67.A154 A09.05.118.410 YecHok IgE (ImmunoCAP), f47 % Kon. 9 1580
17.67.A155 A09.05.118.408 XenatvH kopoBuii (nuieBas fobaska E441) IgE o von. 9 1580
(ImmunoCAP), c74
17.67.A156 A09.05.118.554 Ykpon IgE (ImmunoCAP), f277 % Kon. 9 1580
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17.67.A1 A09.05.118.411 CemeHa nogconHeyHuka IgE (ImmunoCAP), k84 % Kor. 9 1580
17.61.A166 A09.05.118.401 Metpywka IgE (ImmunoCAP), f86 % Kon. 9 1580
WHanBuayanbHblie nuweBble anneprexdbl IgE (ImmunoCAP): SiiLo 1 KOMNOHEHTbI ANLa
17.68.A134 A09.05.118.412 AnyHbin 6enok IgE (ImmunoCAP), f1 % Kon. 9 1580
17.68.A161 A09.05.118.413 AnyHbin xentok IgE (ImmunoCAP), f75 % Kor. 9 1580
17.68.A162 A09.05.118.414 Ao IgE (ImmunoCAP), £245 % Kon. 9 1580
WHauBuayanbHble nuweBble anneprelbl IgE (ImmunoCAP): 3epHoBbIe KyNbTypbl
17.69.A138 A09.05.118.417 peynxa, rpeumiiHas myka IgE (ImmunoCAP), f11 % Kon. 9 1580
17.69.A151 A09.05.118.416 Osec, oBcaHas myka IgE (ImmunoCAP), 7 % Kor. 9 1580
17.69.A135 A09.05.118.415 MuweHunua, nwexnyHas myka IgE (ImmunoCAP), f4 % Kon. 9 1580
17.69.A152 A09.05.118.418 Puc, pucoBasi myka IgE (ImmunoCAP), f9 % Kor. 9 1580
17.69.A153 A09.05.118.112 Poxb, pxxaHast myka IgE (ImmunoCAP), f5 % Kon. 9 1580
17.69.A154 A09.05.118.419 Kykypysa, Kykypy3Has myka IgE (ImmunoCAP), f8 % Kor. 9 1580
17.69.A155 A09.05.118.421 Mpoco nocesHoe (nweHo) IgE (ImmunoCAP), 55 % Kon. 9 1580
17.69.A156 A09.05.118.420 AumeHb, sumeHHas myka IgE (ImmunoCAP), f6 % Kor. 9 1580
17.69.A129 A09.05.118.422 nioteH (knenkosuHa) IgE (ImmunoCAP), f79 % Kon. 9 1580
WHavBuayanbHble annepreHbl TOKCUHOB IgE (ImmunoCAP)
17 71.A5 A09.05.118.424 E:;;*JMJ‘IOKOKKOBI:II?I 3HTepoTokcuH B IgE (ImmunoCAP), o5 von. 9 1580
17.71.A6 A09.05.118.425 g‘;aod)MHOKOKKOBbIVI aHTepoToKkcuH A IgE (ImmunoCAP), o5 von. 9 1580
CracnnokokkoBblii 3HTepoTokeuH TSST IgE
17.10.A3 A09.05.118.423 (Imn(ﬁmoCAP) o P 9 % Kor. 9 1580
WHauBuayanbHble annepreHbl XMBoTHbIX M nTuy IgE (ImmunoCAP)
17.23.A30 A09.05.118.426 Kowwka, nepxotb IgE (ImmunoCAP), e1 9% Kon. 9 1580
17.23.A31 A09.05.118.440 Kypuua, nepbs IgE (ImmunoCAP), e85 96 Kof. 9 1580
17.23.A3 A09.05.118.431 Monyrain, nepbs IgE (ImmunoCAP), €213 9% Kon. 9 1580
17.23.A29 A09.05.118.427 Cobaka, nepxotb IgE (ImmunoCAP), e5 96 Kof. 9 1580
17.23.A2 A09.05.118.428 JTowagb, nepxoTtb IgE (ImmunoCAP), e3 9% Kon. 9 1580
17.23.A1 A09.05.118.430 Kponuk, anutenui IgE (ImmunoCAP), e82 96 Kof. 9 1580
17.23.A4 A09.05.118.429 Mopckas cBuHka, anutenuii IgE (ImmunoCAP), e6 9% Kon. 9 1580
17.23.A5 A09.05.118.441 Osua, anutenui IgE (ImmunoCAP), e81 95 KOn. 9 1 580
17.23.A6 A09.05.118.442 Xomsik, anutenuit IgE (ImmunoCAP), e84 9% Kon. 9 1580
WHauBuayanbHble annepredbl AepeBbeB IgE (ImmunoCAP)
17.24.A33 A09.05.118.444 Bepesa 6opogasyatas IgE (ImmunoCAP), 3 9% Kon. 9 1580
17.24.A34 A09.05.118.447 WMea 6enas IgE (ImmunoCAP), t12 96 Kof. 9 1580
17.24.A35 A09.05.118.448 Jluna IgE (ImmunoCAP), t208 9% Kon. 9 1580
17.24.A36 A09.05.118.449 Tononb IgE (ImmunoCAP), t14 96 Kof. 9 1 580
17.24.A31 A09.05.118.446 JlewmHa obblkHoBeHHast IgE (ImmunoCAP), t4 9% Kon. 9 1580
17.24.A32 A09.05.118.445 Onbxa cepast IgE (ImmunoCAP), t2 95 Kor. 9 1580
WHauBuayanbHbie annepredbl Tpas IgE (ImmunoCAP)
17.69.A1 A09.05.118.460 MogconHeyHuk IgE (ImmunoCAP), w204 96 Kof. 9 1580
17.25.A14 A09.05.118.453 AmMBpo3us Bbicokast IgE (ImmunoCAP), w1 9% Kon. 9 1580
17.25.A20 A09.05.118.450 Exa cbopHas IgE (ImmunoCAP), g3 % Kon. 9 1580
17.25.A22 A09.05.118.457 JlucoxsocT nyrosoit IgE (ImmunoCAP), g16 9% Kon. 9 1580
17.25.A21 A09.05.118.458 MsaTtnuk nyrosoi IgE (ImmunoCAP), g8 % Kon. 9 1580
17.25.A23 A09.05.118.451 OscsiHuua nyrosas IgE (ImmunoCAP), g4 9% Kon. 9 1580
17.25.A15 A09.05.118.455 OpyBaH4uk IgE (ImmunoCAP), w8 % Kon. 9 1580
17.25.A13 A09.05.118.454 MonbiHb IgE (ImmunoCAP), wé 9% Kon. 9 1580
17.25.A16 A09.05.118.456 Pomauuka IgE (ImmunoCAP), w206 % Kon. 9 1580
17.25.A24 A09.05.118.452 Tumodreeska nyrosas IgE (ImmunoCAP), g6 9% Kon. 9 1580
17.25.A25 A09.05.118.459 MonblHb ropbkas IgE (ImmunoCAP), ws % Kon. 9 1580
17.25.A26 A09.05.118.556 Mapb 6enas IgE (ImmunoCAP), w10 9 Kon. 9 1580
17 67 A157 A09.05.118.557 AmbBpo3nsa noxHas (Franseria acanthicarpa) IgE 0 von. 9 1580
(ImmunoCAP), w4
17.67.A158 A09.05.118.558 AmbBpo3usa ronometeneyatas (Ambrosia psilostachya) IgE 0 ‘on. 9 1580
(ImmunoCAP), w2
WHavBuayanbHbie annepreHbl nbinu IgE (ImmunoCAP
17.26.A5 A09.05.118.463 HomawHsia nbinbk (Greer) IgE (ImmunoCAP), h1 9% Kon. 9 1580
17.26.A6 A09.05.118.464 HomawHss neink (Holister) IgE (ImmunoCAP), h2 % Kon. 9 1580
17.70.A2 A09.05.118.461 Knewy, gomaiHen nbinu D. pteronyssinus IgE % Kon. 9 1580
(ImmunoCAP), d1
17.70.A5 A09.05.118.462 Knew, gomawHen neinu D.farinae IgE (ImmunoCAP), d2 |9 Kon. 9 1 580
WHauBuayanbHbie annepreHbl HaceKoMbixX U Ux 0B IgE (ImmunoCAP)
17.28.A1 A09.05.118.435 Komap IgE (ImmunoCAP), i71 % Kon. 9 1580
17.28.A2 A09.05.118.438 Monb IgE (ImmunoCAP), i8 9% Kon. 9 1580
17.28.A3 A09.05.118.437 Motbinb IgE (ImmunoCAP), i73 % Kon. 9 1580
17.28.A4 A09.05.118.439 TapakaH pbbxuii (npycak) IgE (ImmunoCAP), i6 9% Kon. 9 1580
17.28.A5 A09.05.118.434 Ap ocbl 06blkHOBEHHOW IgE (ImmunoCAP), i3 % Kon. 9 1580
17.28.A6 A09.05.118.433 An ocbl natHKcTOoN IgE (ImmunoCAP), i2 9% Kon. 9 1580
17.28.A7 A09.05.118.432 Ap nuenbl MegoHocHow IgE (ImmunoCAP), i1 9 Kon. 9 1580
17.28.A8 A09.05.118.436 An wepwhs IgE (ImmunoCAP), i75 9% Kon. 9 1580
17.28.A10 A09.05.118.443 Cnenenb IgE (ImmunoCAP), i204 % Kon. 9 1580
WHauBuayanbHbie npodeccuoHanbHble anneprexdsbl IgE (ImmunoCAP)
17.73.A1 A09.05.118.466 Ddopmanbgervg (dopmanvH) IgE (ImmunoCAP), k80 % Kon. 9 1580
17.73.A2 A09.05.118.465 Jlatekc IgE (ImmunoCAP), k82 9% Kon. 9 1580
WHavBuayanbHbie nekapcTBeHHble anneprexbl IgE (ImmunoCAP)
17.74.A13 A09.05.118.467 Menvumnnui G IgE (ImmunoCAP), c1 9% Kon. 9 1580
17.74.A14 A09.05.118.468 Menvumnnud V IgE (ImmunoCAP), c2 % Kon. 9 1580
17.74.A18 A09.05.118.469 XnoprekcuguH IgE (ImmunoCAP), c8 9% Kon. 9 1580
WHavBuayanbHbie annepreHbl rensMuHToB IgE (ImmunoCAP)
17.76.A1 A09.05.118.474  |Anusakuaa IgE (ImmunoCAP), p4 o5 Kor. 9 1580
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rBet v1 PR-10

UccnepoBaHne nonumopdur3mMoB U MyTauun

17.76.A2 A09.05.118.475  |Ackapuaa IgE (ImmunoCAP), p1 o5 [kon. 9 [ 1580
WHavBuayanbHbie annepreHbl rpu6oB u nnecenu IgE (ImmunoCAP)

17.22. A2 A09.05.118.480 MnecHesbin rpub (Cladosporium herbarum) IgE o5 von. 9 1580
(ImmunoCAP), m2

17.22. A3 A0S.05.118.477 ﬂg(;)l;}KeBble rpubbl poaa Malassezia IgE (ImmunoCAP), o5 von. 9 1580

1722 Ad A09.05.118.555 EJ;ZCHQBI:IVI rpub Aspergillus terreus IgE (ImmunoCAP), 0 von. 9 1580

17 71.A2 A0S.05.118.478 EIJ;ECHEBbIﬁ rpub (Alternaria alternata) IgE (ImmunoCAP), o5 von. 9 1580

17.71.A3 A09.05.118.481 MnecHesbIn rpnb (Aspergillus fumigatus) IgE o5 von. 9 1580
(ImmunoCAP), m3

17.71.A4 A09.05.118.479 || PvO®! pona karavaa (Candida albicans) IgE % Kor. 9 1580
(ImmunoCAP), m5

17.22 A1 A09.05.118.476 EJ:IIGCHQBI:IVI rpm6 (Penicillum notatum) IgE (ImmunoCAP), o5 von. 9 1580
AnneprokomnoHeHTb! aepeBbeB IgE

17.75.A1 A09.05.118.222 Bepesa, anneprokoMnoHeHT Bet v1, IgE 9 Kor. 7 1685

17.75.A2 A09.05.118.223 Bepesa, anneprokoMnoHeHT Bet v4, IgE 9 Kon. 7 1685
AnneprokomnoHeHTbl Tpas IgE

17.75.A10 A09.05.118.224 MonblHb, anneprokoMnoHeHT Art v1, IgE 9 Kon. 7 1685

17.75.A11 A09.05.118.225 BEMO(beeBKa nyrosas, anneprokomnoHeHT Phl p1, Phl p5, 0 von. 7 1685

17.75.A12 A09.05.118.226 g?;ﬁg)gesxa nyrosasi, anneprokomnonext Phi p7, Phi 9 Kon. 7 1685
AnneprokoMnoHeHTbI XXUBOTHbIX M nTul IgE

17.75.A20 B03.002.004.122  |Kolwka, anneprokomnoHeHT Fer d1, IgE B KOJI. 7 | 1685
AnneprokoMmnoHeHTb! IgG4 (ImmunoCAP)

17.78.A1 A09.05.118.526 AmGpo3usi, anneprokomnoHeHT IgG4 (ImmunoCAP), w230 | von. 9 3030
nAmb a1

17 78 A2 A09.05.118.527 :/f\)ﬂb\;:b‘ anneprokoMnoHeHT IgG4 (ImmunoCAP), w231 o5 von. 9 3030
Knewy, fomallHen nbinu, anneprokomMnoHeHT IgG4

17.78.A3 A09.05.118.528 (ImmunoCAP), d202 rDer p1 9% Kon. 9 3030
Knewy gomaluHen nbinu, anneprokoMmnoHeHT IgG4

17.78.A4 A09.05.118.529 (ImmunoCAP), d203 rDer p2 96 Kon. 9 3030
TumodbeeBka nyrosasi, anneprokomMnoHeHT IgG4

17.78.A5 A09.05.118.530 (ImmunoCAP), 9205 rPhi p1 9% Kor. 9 3030
TumodpbeeBka nyrosasi, anneprokomMnoHeHT IgG4

17.78.A6 A09.05.118.531 (ImmunoCAP), g215 rPhl p5b 96 Kon. 9 3030

17.78.A7 A09.05.118.532 Bepesa, anneprokomnoHeHT IgG4 (ImmunoCAP), t215 o5 von. 9 3030

MOJIEKYNAPHO-TEHETUYECKUE NCCINEQOBAHUA

22.1.1.A13

B03.006.004.004

MuTanwne, cnopt, BuTammHbl MeaBennHecc (6ykkanbHbIv
cockob)

Kau.

5%

54

19 850

22.1.1.A4

A27.30.495

VccnepoBaHue nonMopcr3MoB B reHax, KoavpyHLLMX
peLenTopbl U ePMEHTbI MeTaboNM3Ma NosoBbIX 12
rOpMOHOB

Kau.

5%

1"

14 375

22.1.1.A12

B03.006.004.005

[eHeTMYyeckne 0coGEHHOCTM aMOLWIA, NOBEeAEHNUS U
adppekTMBHOCTU paboTbl Mo3ra MegHenporeHeTrka 12
(BykkanbHbIn cockob)

Kau.

5%

54

9 850

22.1.1.A7

A27.30.498

[eHeTnYeckast NpeapacrnonOXeHHOCTb K HapyLUEHNIo
PYHKUMW LLIMTOBMAHOW Xenesbl

Kau.

5%

13

12 590

22.1.A33

B03.005.017.002

leHeTuYeckas anarHocTuka beTta-Tanaccemum n
remornobvHonaTun (Mytaumn B reHe HBB)

Kau.

11

11 660

22.1.D33

B03.005.017.001

[eHeTnYeckas AnarHocTuka anba-ranaccemmmn
(myTauum B reHe HBA)

Kau.

1"

11 660

22.19.A1

A27.30.217

[eHoamarHocTtuka 1, 2A, 2B, 2M, 2N, 3 Tunos 6onesHun
¢oH Bunnebparga (18-21 n 28 ak3oHbl reHa VWF)

Kon.

12

17 125

22.19.A2

A27.30.216

'eHoguarHocTMka TpoMBOTUYECKO
TpombouunToneHnyeckon nypnypsbl (reH ADAMTS13)

Kon.

12

19 155

22.1.D20

A27.05.002.001

leHeTUYeckasi NpeapacnonoXeHHOCTb K 6onesHn
Anburerimepa (BeHo3Hast kpoBb; APOE E2/E3/E4)

TEeKCT

5%

21

5880

22.1.1.A1

A27.05.025.002

WccnepoBaHve nonmmopdmr3MoB B reHax, KoampyoLwmx
peuenTopbl 1 hepMeHTbl MeTabonmama CTeponaHbIX 12
rOPMOHOB

Kau.

5%

1"

13 625

22.1.1.A5

A27.30.494

WccnepoBaHue nonMopgr3MoB B reHax, BIMSIIOLLMX Ha
3PpeKTMBHOCTb AETOKCHMKALMM KCEHOBMOTUKOB 12
(pacwupeHHasi naHenb)

Kau.

5%

18

27 080

22.1.1.A6

A27.30.499

[eHeTnyeckoe
nccnenoBaHne aEKTUBHOCTN OETOKCMKALMN 12
MeTabonMToB 3CTPOreHoB (paclUMpeHHasi NaHerb)

Kau.

5%

1"

12330

22.1.1.A10

B03.006.004.003

OkcnepTHbIV Noaxoa Kk 3goposbio MealdkcnepT
(ByKkanbHbIn cockob)

Kau.

5%

54

27 850

22.1.1.A9

A27.30.496

VccneposaHve nonMmMopdr3mMoB B reHax, KOAUPYHLWNX
peLenTopbl U bepMEHTbI MeTabonvama 12
HepomeaMaTopoB

Kau.

5%

1"

16 100

22.1.1.A3

A27.30.289.001

BbisiBNeHve HecnyyanHow UHakTMBaumm (naoHmsaumm) X-
XPOMOCOMBbI Y XEHLMH (anarHoctuka becnnogmns)

Kau.

11

13790

22.1.1.A2

A09.05.255.001

[eHeTuyeckasn ANarHoCTUKa KNneTo4YHOro ctapeHus
(M3MepeHve ANMHBI Teriomep)

Kau.

1"

9 250
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22.1.1.A8

A27.30.497

WccnepoBaHue nonMMopramoB B reHax, KoAMpYHLLMX
peLenTopbl U hepMeHTbl MeTabonvama BuTammuHa D

Kau.

5%

1"

5060

22.1.A35

A09.05.035.043

OueHka pucka TOKCUYHOCTU NPU Tepanuu cTaTuHamm
(cumBacTaTVH, noBacTaTUH, aTopBacTaThH,
nuTaBacTaTuH, NpaBacTaTlH, PO3yBacTaTuH,
dnyBacTaTuH)

Kau.

1"

9 550

22.1.D5.202

A27.20.001.006

eHeTYeCKnn pUCK OCMOXHEHWIA BEPEMEHHOCTM 1
naronoruu nnoaa, 12 nokasaTtenen

TEeKCT

15 290

50.0.H112.202

A27.05.002.003

Maket «OK!» (oueHka pucka Tpombo3a npu npméme OK u
'3T), 2 nokasaTens

12, 56

TEeKCT

1325

22.1.D3.202

A27.05.002.002

FeHeTUYeCKnii pUCK HapyLLEHUI CUCTEMbI CBEPTbIBAHUS
(F2, F5, F7, FGB, F13A1, SERPINE1, ITGA2, ITGB3 - 8
TOYEK)

TEeKCT

7180

22.1.A27

A27.05.002.006

Onpegenexnve mytauum B reHe npotpombuHa Thr165Met

Kau.

2215

22.1.D4.202

A27.05.003.001

[eHeTnyeckune aedekTbl hepMeHTOB honaTHOro uukna
(MTHFR, MTR, MTRR - 4 Touku)

TEeKCT

5905

22.1.D15.202

A27.30.116

eHeTnYeckast NpeapacrosioXeHHOCTb K rMnepToHnuu, 9
nokasareneu

TEeKCT

5825

50.0.H114.202

A27.05.002.004

MakeT «PUCKN BO3HUKHOBEHUSI CEPAEYHO-COCYANCTBIX
3a6oneBaHnin» (PUCK HapyLLEHUs CBEPTLIBaHWS KPOBM U
rMnepToHuK, chonaTHbIv Umkn), 21 nokasaTenb

TEeKCT

21565

22.11.A2

A27.30.215

KomnnekcHas reHoanarHoCTMka He4oCTaToO4HOCTH
npotevHa C, npotenHa S n aHTuTpom6uHa lll npu
Tpombodunum (YacTble nonumopguamsl B reHax PROC,
PROS1, SERPINC1)

Kon.

12

11420

50.0.H113.202

A27.05.002.005

Maket «OHkoPuckm» (BRCA1/2, bonaTHbIn uukrn), 12
nokasareneu

TEeKCT

6 695

22.1.D13.202

A27.05.040.008

[eHeTMYeCKni puUCK pa3BUTUA paka MOSIOYHON Xenesbl U
paka sandHukos (BRCA1, BRCA2 - 8 nokasateneit)

TEeKCT

4070

22.1.D28

A27.05.040.002

Onpepgenenne mytauuii B reHax: BRCA1 (11 myTtaumi),
BRCA2 (3 mytauun), PALB2 (1 mytaums), CHEK2 (4
myTaumm), NBN (1 MyTauums), BEHO3Has KpoBb

12, 56

Kau.

11

8135

22.1.A21

B03.014.002.001

[unarHocTuka ceMenHon cpean3eMHOMOPCKON Nnxopagku
(nepunoanyeckasn 6onesHb, reH MEFV).

12

Kau.

1"

10725

22.1.D23

A27.30.057.002

['eH peuenTopa ButamvHa D, nonumopduam 283 A>G
(Bsml)

12,55

Kau.

2060

22.1.D117

B03.019.011.002

'eHogunarHocTuka 6onesHu BunbcoHa-KoHoBanosa
(aHanu3 myTtaumi rena ATP7B)

Kau.

1"

11785

22.4.D3

A27.30.141

leHeTnYeckas AnarHOCTUKa HacnenCcTBEHHOM
rmnepxonectepuHemum (reisl LDLR, PCSK9, APOB100)

Kau.

12

11 200

22.1.A34

A27.05.035

eHeTnYeckas anarHoctuka gpeHnnketToHypuu (reH PAH)

Kau.

12

22070

22.4.D4

A27.30.142

[eHeTnYeckasi AnarHOCTUKa CeMeNHOWM
rmnepxonecrtepmHemum (6 ak3oHoB reHa PCSK9)

Kau.

12

13 900

22.14.D1

A27.30.484

[eHognarHocTMka ocTpou nepemexatoLenca nopdnpum
(reH HVIBS)

Kau.

12

16 270

22.7.D1

A27.05.033.001

leHeTUYeckas AnarHOCTUKa HacnenCcTBEHHOM
HenpoceHcopHoW TyroyxocTtu (reHbl GJB2, GJB3, GJB6,
POU3F4, WFS1)

Kau.

11

7970

22.1.D24

A27.05.034.001

[eHeTMYeckas agnarHoCTMKa CnNMHanbHOM MblLLEYHON
atpocpum (SMN1, SMN2)

Kau.

1"

6 150

22.1.D30

A27.30.113

'eHopmarHocTuka 6onesHun MeHTUHITOHa (OLUeHKa YMcna
CAG-noBTopoB B reHe HTT)

Kau.

11

5470

22.1.A20

A27.30.140

CuHApOM NoMKol X XpOMOCOMBI (ornpefeneHue yncna
noeTopoB CGG B rete FMR1)

12

Kau.

1"

6 965

22.17.A1

B03.019.021.001

eHoAMarHocT1ka BpOXAEHHOrO aHrMOHEBPOTUYECKOTO
oTeka (reH SERPING1)

Kon.

12

37 880

22.17.A2

A27.30.480

'eHogunarHocTMka 60KOBOro aMmoTpohMHECKOro ckneposa
(ren SOD1)

12

Kau.

12

12 605

22.17.A3

A27.05.032.001

eHogmnarHocTmka MblwevHon auctpodum [ioeHHa n
Bekkepa (aeneuun/gynnukaumum 3k3oHoB 1-79 B reHe
DMD)

Kau.

12

13 410

22.17.A4

A27.30.481

leHopunarHocTuka 6onesnu LLapko-Mapu-TyTa 1A n
HaCNeACTBEHHOW HEMponaTumn ¢ NOABEPKEHHOCTbIO
napanudy ot caaenexus (ren PMP22)

Kau.

12

11975

22.17.D1

A27.30.482

'eHoguarHocTuka 6onesHu MapkMHCOHa (KONMYecTBO
konun reHoB PARK n ATP13A2, mytauun B reHax SNCA
1 LRRK2)

Kau.

12

11 975

22.1.A22

A27.05.025.001

I'eH aHgporeHoBoro peuentopa (AR), uncno CAG-
NOBTOPOB

56, 12

Kau.

1"

4960

22.1.D25

A27.05.024.004

FeHoAMarHoCcTVKa BpOXAEHHO rvnepnnasunm
HaAnovYeyHMKoB (MccnegoBaHune 15 myTauuii B reHe
CYP21A2 c yyeTom nsameHenus B ncesgoreHe CYP21P)

55,12

Kau.

12

12995

22.1.D29

A27.30.118

KomnnekcHas reHeTuyeckas AnarHoCTuka cnHapoma
nonuknctosa simyHunkos (CIKA), 6 nokasatenen

56, 12

Kau.

12

8 945

22.1.D31

A27.05.036.001

OwnarHoctuka CFTR-accoummnpoBaHHbIX 3aboneBaHuii:
6ecnnoaune, naHkpeaTuT, MykoBucumMao3 (38 abeppauuii
reHa CFTR)

12, 56

Kau.

11

16 860

22.4.D1.202

A27.05.022.001

BbisiBneHne Mukpogeneuuii B paktope azoocnepmmm
AZF (nokycel A, B, C)

12,56

Kau.

7615

22.13.A1

A27.30.483

CKpWHVHI Ha HacneAcTBeHHble 3aboneBanus npu
nnaHnpoBaHnn 6epeMeHHOCTY (reTeposuroTHoe
HOCMTENbCTBO Y poauTenen mytaumn B reHax GJB2,
SMN1, PAH, CFTR)

56,12

Kau.

12

13 085
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[eHeTVYeckas gnarHocTuka I'IepBVNHOVI SNYHNKOBOW

22.1.D34 A27.30.119 56, 12 Kau. 11 6 965
HegocTaTtoyHocTmn (reH FMR1)
['eHeTnyeckn obycnoBneHHas YyBCTBUTENBHOCTb K

22.2.D1.202 A27.05.045.001 sapdapury (VKORC1, CYP2C9, CYPAF2 - 4 Toukn) 12 TEKCT 3 13 970
OueHka BnunaHua reHos CYP2D6 n CYP2C19 Ha
MeTabonMam aHTMAEeNpeccaHToB MHIMOBUTOPOB 06paTHOro

22.1.D26 A27.05.045.002 3axBaTa CepoToHWHa/HopaapeHanuHa — acuuTanonpam, (12 Kau. 1 8 320
uuTanonpam, cepTpanuH, pnioBoKCaMmnH, MAPOKCETHH,
BeHnadakcuH (criroHa)
Onpepnenenvie SNP B reHe IL 28B yenoseka IL28B: C>T

50.0.H116.202 A27.30.120 (rs12979860) IL28B: T>G (rs8099917) 12 TEKCT 5 3425
[wnarHocTuka npu )mMpoBow 6one3Hn neyeHu (reH

22.1.A26 A27.30.121 PNPLA3) 12,55 Kau. 1 4 620
['eHognarHocTMKa NaTonorMmn neyYeHn (oLeHka MyTaumn B

22.1.D27 A27.05.009.001 renax: HFE, ATP7B, PiZ/S A1AT n PNPLA3) 55,12 Kau. 11 8 765
'emoxpomatos, onpegenexHue mytaumn HFE: 187C>G

50.0.H115.202 A27.05.010.002 (rs1799945) HFE: 845G>A (rs1800562) 12,55 TEKCT 5 3425
[eHeTYeCKni TECT Ha NaKTO3HYH0 HEMEPEHOCMMOCTb!

22.1.A1.202 B03.032.003.001 MCMS6: -13910 T>C 55, 12 TeKcT 5 1 545
PaclumpeHHasi AuarHocTuka nakTa3Ho HeJoCTaToOYHOCTU

22.1.D32 B03.032.003.002 (MCM6: 13910 C>T, 13907 C>G, 13915 T>G,14010 12,55 Kau. 11 2935
G>C)

22.1.A16.202 A27.30.015 HunarHoctuka cuHapoma Xunbbepa (MyTaums reHa UGT 1) |s5, 12 Kau. 5 5090
[eHeTuYeckas AnarHoCcTUKa HacneacTBeHHON hopMbl

22.1.D35 B03.057.002.001 nakkpeatnTa (resl PRSS1, SPINK1) 55, 12 Kau. 11 4510
PaclimpeHHas reHogmnarHoctuka cuHapomMa Xunbbepa

22.1.D36 A27.30.214 (TA-noBTOpLI 1 3aMeHbl p.G71R, p.P229Q B reHe 12 Kon. 1 8 655
UGT1A1)
Bbi6epu cnopT. CkopocTb, cuna, BbIHOCIIMBOCTb

22.1.D19 A27.30.123 (BeHO3Hasi KPOBb; reHeTUYecKasi NPeAPacnoNOXEHHOCTb K |12 TeKCT 10 12 380
3aHSATUSIM pa3nnyHbIMKU BUAAMMU cropTa)
VpeanbHbi Bec. [lneta n duTHec, 5 nokasartenen

22.1.D18 A27.30.122 (BEHO3Has KPOBb; reHeTu4eckne gakTopsbl 12,55 TEKCT 10 12 380
MHAMBMAYanbHbIX 0COOeHHOCTEN ObMeHa BeLLecTB)
WUccnepoBaHue cucTeMbl TMCTOCOBMECTUMOCTH

22.1.9D1 A12.05.010.002 PaclmpeHHoe reHoTunpoBaHve HLA-B27 (6onesHb 12 Kau. 12 5550
BexTtepeBa)

22.1.A25 A27.05.041.009 eHotunuposaHve HLA-Cw6 npu ncopuase 12 Kay. 11 4390

22.1.A143 A12.05.010.001 AHTUreH cuctemsbl rmcrocoBMectumoctt HLA B51 12 Kau. 1 3 355

22.3.D4.202 A27.05.041.008 TunuposaHve HLA DQ2/DQ8 npv uenuakuu 12 Kay. 9 6 990

22.3.A4.202 A27.05.041.001 AHTUreH cuctembl rmctocoBMmectumoct HLA B27 12 Kau. 5 2570
AHTUreHbl cuctembl ructocoemectumoctt HLA Il knace,

22.3.H1.202 A27.05.041.003 reHoTUNMpoBaHYe (nokycel DRB1, DQAT, DQB1) 12 Kau. 9 7 280

22 3D3.202 A27 05.041.004 Komnnekc «eHoTUNMpoBaHue Ccynpyxeckor napbl no 56,12 Kau. 9 16 635
aHTureHam ructocomectumoctn HLA Il knacca»

223 A1.202 A27.05.041.005 AHTUreHbl cuctembl ructocoemectumoct HLA Il knacc: 12 Kau. 9 4945
nokyc DRB1

22 3 A2.202 A27.05.041.006 AHTUreHbl cuctembl ructocomectumoctu HLA |l knacc: 12 Kau. 9 4945
nokyc DQA1

22 3 A3.202 A27.05.041.007 AHTUreHbl cuctembl ructocoemectumoct HLA Il knacc: 12 Kau. 9 4945
nokyc DQB1
OHkorematonorus

20.0.A2 A27.05.021.009 Onpepgenenve mytauun W515 B reHe MPL 12 Kau. 11 8 365

20.0.D2 A27.05.021010 | OMPSASTIEHHE MyTaUmiA 9 9k3oHa rera CALR (del52, 12 Kau, 1 8 365
insTTGTC)
Onpepenenve mytaumin (V617F B 14 ak3oHe reHa Jak-2

20.0.D3 A27.05.012.004 kmHa3sa, W515 B reHe MPL, 9 ak3oHa reHa CALR) npu 12 Kau. 11 16 690
MuenonponudepaTuBHbix 3abonesaHusx (MIM3)

20.0.D4 A27.05.061.038 i)arlpe,qeneHme MyTaumm B 12 ak30He reHa Jak-2 knHasbl, 12 Kau. 12 8 800

1.1.A1.202 A27.30.090.002 PML-RARA tun ber 1-2 — 1(15;17), kayecrT. 12 Kau. 11 3490

1.1.A2.202 A27.30.090.004 PML-RARA tvn ber 1-2 — 1(15;17), konuu. 12 Kon. 11 3 690

1.1.A3.202 A27.30.090.003 PML-RARA 1un ber 3 — t(15;17), kadecT. 12 Kau. 11 3490

20.0.D1 A27.05.017.005 BCR-ABLp210 (9;22), kau. (b2a2/b3a2 cymmapHo) 12 Kau. 1 3 490

20.0.A1 A27.05.017.004 BCR-ABL p210 t(9;22) kon. (b2a2/b3a2 cymmapHo) 12 Kon. 11 3 690

20.0.A3 A27.30.070.001 BCR-ABLp230 t(9;22), kon. 12 KOI. 11 8710

1.1.A11.202 A27.30.070.002 BCR-ABL p190 — (9;22), kavecT. 12 Kau. 11 3490

1.1.A12.202 A27.05.017.006 BCR-ABL p190 — (9;22), konuy. 12 KOI. 11 3690

1.1.A14.202 A27.30.153 AML1-ETO — (8;21), kau. 12 Kau. 11 6 505

1.1.A34.202 A27.05.012.006 Onpepenenne mytauun V617F B 14 ak30He reHa Jak-2 12 Kau. 1 2905
KMHa3bl, Kau.

1.1.A35.202 A27.05.012.001 Onpepgenenne mytaumn V617F B 14 ak30He reHa Jak-2 12 Kon. 1 3485
KWHa3bl, KONWY.
KapuoTtunbi

22 6.A2.204 B03.019.001.001 LinToreHeTnyeckoe 1ccriefoBaHne KIeTok KOCTHOTO Mo3ra| Kau. 14 13 190
(kapuoTun)

22 6.A1.204 A12.05.013.066 KapuoTtunuposaHue (KOHI/I‘-IeCTBeHHbIev N CTPYKTYpHbIE 56,12 Kau. 16 8075
aHoManumn XxpoMocoM) ¢ poTorpadmet XxpoMocom

22 6.A3.204 A08.30.029.003 Kapvotun ¢ abeppaumsimMu (npy BO3AEWUCTBUN MyTareHHbIX 12 Kau. 16 12 150

haKTOpPOB M OHKOremMaToNorMyecknx 3abonesaHunsx)
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22.6.D1

A08.30.029.004

KapvioTunmpoBaHue (KOSIMYECTBEHHBIE U CTPYKTYPHbIE
aHOMarnuy XpoOMOCoM)

Kau.

16

7 660

XPOMOCOMHbIV MaTPU4HbIA aHanu3

22.6.A5

A08.30.029.005

MonekynsipHoe kapuoTunmpoBaHve matepuana abopTyca
(XPOMOCOMHBI MUKPOMAaTPUYHbIN aHann3, OnTuma)

Kau.

18

21 460

22.6.A10

A12.05.013.067

XMA npeHaTanbHbIVi (aMHUOTUYECKAs XUAKOCTb/BOPCUHbI
XopvioHa/nynoBunHHas kposb ¢ OATA; BbisiBNeHne
XPOMOCOMHOM NaTosiornn: aHeynnonaum, aeneuum,
oynnukauum)

Kau.

5%

14

21110

22.6.A7

A12.05.013.001

XMA - cTaHpgapTHbIV (BEHO3HAst KPOBb, BOPCUHbBI XOPUOHa;
paspeLueHne ot 200000 nap HykneoTUAOB)

Kau.

54

31685

22.6.A13

A12.05.013.002

XMA 3K30HHOrO YPOBHS (BEHO3HAas KPOBb)

126

Kau.

5%

54

41 300

LinToreHeTnyeckme uccnegosaHma merogom FISH

22.6.A4.204

A12.05.013.070

LinToreHeTnyeckoe uccrnenoBaHue KneTok KOCTHOro Moara
meTogom FISH (1 3oHA)

12

KOn.

10

16 790

22.6.A14

B03.019.001.005

LiuToreHeTMYeCcKoe NCCNEAOBAHME KIIETOK KOCTHOMO Mo3ra
meTogom FISH (2 3oHpa)

12,21

Kon.

10

33 580

22.6.A15

B03.019.001.006

LinToreHeTnyeckoe uccrnenoBaHue KneTok KOCTHOro Mo3ra
metogom FISH (3 3oHpa)

12

KOs

10

50 370

YcTaHoBneHue poacTBa

22.7.A1.119

B03.045.030.001

*YcTaHoBneHne OTLOBCTBA - AyaT (25 mapkepos),
(npegnonaraembivi otel, pebeHok)

30

Kau.

14

18 135

22.7.A2.119

B03.045.030.003

*YcTaHOBNEHNE OTLOBCTBA - TPMO (25 Mapkepos),
(npegnonaraemsliii oTel, pebeHok, Guonornyeckas maTb)

Kau.

14

20 235

22.7.A3.119

B03.045.030.002

*YcTaHoBnNeHne MaTepuHCTBa - AyaT (25 mapkepoB),
(npegnonaraemast matb, pebeHoK)

30

Kau.

14

18 135

22.7.A4.119

B03.045.030.004

*YcTaHoBNeHe MaTepuHcTBa - TpUo (25 Mapkepos),
(npegnonaraemasi Matb, pebeHok, buonornyeckuin otew)

30

Kau.

14

20 235

22.7.A6.119

B03.045.038.001

YHuBepcanbHbI TECT Ha YCTaHOBMEHWe POACTBa:
nAepnyluka/6abyLuka - BHyk/BHyYKa, Asas/TeTs -
NNemMsHHUK/NNeMAHHULA, POAHbIE/CBOAHbIE
Bpatbsi/cecTpbl (2 yyacTHuka, Ao 40 mapkepos AHK vnu
MOI0BbIX XPOMOCOM)

30

Kau.

16

16 715

22.7.A7.119

B03.045.038.004

[ononHuTenbHbI y4acTHUK Ne 1 (pacyeT BEpOSTHOCTH
poacTea, 25 mapkepoB)

30

Kau.

16

7150

22.7.A8.119

B03.045.038.002

[lononHuTenbHbI y4acTHUK Ne 2 (pacyeT BepoATHOCTU
poacTea, 25 MapkepoB)

30

Kau.

16

7150

22.7.A9.119

B03.045.038.003

[ononHuTenbHbI y4acTHUK Ne 3 (pacyeT BEpOSTHOCTH
poacTea, 25 mapkepoB)

30

Kau.

7150

22.7.A10

B03.045.030

[y6nukat 3aknyeHns - YcTaHoBNeHWe poacTea

30

Kau.

480

*PesynbTaThl aHanm3a He UMEKT HPUONYECKONR CUMbl 1
He MOryT 6bITb UCNOMNb30BaHbI Kak foKa3aTenbcTea B
cyne

OHKoreHeTuka

22.8.D4

A27.30.016.001

Onpepgenenne mytauui B reHe EGFR, kpoBb
(>kmgkocTHas buoncms)

12A

Kau.

5%

21

27 800

22.6.A9

A12.05.013.003

XMA onyxoneBsoit TkaHn, OHKOCKaH (OryxoneBas TkaHb;
pa3spelueHue ot 300000 nap HykneoTMaoB)

Kau.

5%

54

78 000

22.9.A8

A27.30.016.010

"Pak nerkux, 6asoBas naHenb" (onyxonesas TKaHb;
myTaumm B reHax EGFR, KRAS, NRAS, BRAF)

Kau.

12

18 105

22.9.A5

A08.09.002.005

YXupgkoctHasi Guoncusi npu pake nerkoro, 6azosas
(BeHo3Has kpoBb; MyTauuu B reHax EGFR, KRAS, NRAS,
BRAF)

Kau.

5%

21

40 545

22.8.A9

A27.30.007

Onpepgenenne mytauuii B reHe NRAS (onyxoneBasi TKaHb)

Kau.

11

8 675

22.8.A10

A27.30.016.009

Onpepenenve mytaumin BRAF, KRAS, NRAS
(onyxonesas TkaHb)

12A

Kau.

1"

11925

22.8.A14

A27.30.017.010

Onpepgenenne TpaHcnokauui reHa ALK, FISH
(onyxonesas TkaHb; 3akno4YeHne Bpaya - nabopaTopHOro
reHeTuka no uccriefoBaTesnibCKoMy OTYETY)

12A

Kau.

21

15 440

22.8.A15

A27.30.018.003

Onpepgenexune TpaHcnokauum reHa ROS1, FISH
(onyxoneBas TkaHb; 3aknioyeHne Bpaya - nabopaTopHoro
reHeTuka no uccrefoBaTernibCkoMy OTHETY)

Kau.

21

15 440

22.8.D5

A27.30.001

OnpegeneHne MykpocaTennUTHoN HectabunsHocTn, MSI
(onyxoneBas TkaHb; 3aknioyeHue Bpaya - nabopaTopHoro
reHeTuka no uccriefoBaTernbCkoMy OTHETY)

Kau.

1"

6 505

22.8.A2

A08.18.003.002

YKnpkocTHas Guoncus: pak TONCTOW KULWKU U MenaHoma
(BeHO3Has kpoBb; MyTauun B reHax BRAF, KRAS, NRAS)

Kau.

30

63 445

22.8.A12

A27.30.183

XKupgkoctHas 6uoncus, 57 reHoB (BeHO3Hasi KPOBb)

Kau.

54

86 215

22.8.A3

A27.05.040.001

Onpepgenenne mytauuin B reHax BRCA1, BRCA2, PALB2,
ATM, CHEK2 meTtogom NGS (onyxoneBasi TkaHb)

Kau.

32

47 930

22.8.A4

A27.30.179

Manenb "KeHckvne HacneacTBEHHbIE onyxonun” (BeHo3Has
KpPOBb)

12A, 56

Kau.

5%

54

26 200

22.8.A5

A27.30.180

MaHenb "HacneacTBeHHbIV pak MONOYHON xenesb!”
(BEHO3Has KPOBb)

56, 12A

Kau.

5%

54

26 200

22.8.A6

A27.30.181

Manenb "HacnencTBeHHbIN pak TONCTON KULIKK"
(BeHO3Hasi KpoBb)

12A

Kau.

5%

54

26 200

22.8.A8

A27.30.182

MaHenb "HacneacTBeHHble onyxoneBble CUHAPOMbI"
(BEHO3Has KPOBb)

12A

Kau.

100

36 840
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22.8.A7 A27.30.206 OHkoKapTa, 57 reHoB (onyxoneBast TkaHb) 12A Kau. 5% 30 48 100
22.8.A13 A27.30.207 OnkoKapra, 60 reHoB (onyxoneBast TkaHb) 12A Kay. 5% 30 79 500
22.9.A24 A27 30178 KI'IpaoHBiJ;b PaKoMaTO3bl 1 HACNEACTBEHHBIN PaK” (BeHO3Has | Kau. 100 36 840
22.8.D1 A27.30.008.004 S(';ziﬂe“e'*”e myTaunm 8 rere BRAF (V600), onyxonesas|, Kau. 1 10 770
22.8.D2 A27.30.016 Onpepgenexne mytaumin B reHe EGFR, onyxoneeas TkaHb [12A Kau. 11 13 420
22.8.D3 A27.30.006 Onpepenenne mytauuin B reHe KRAS, onyxoneBasi TkaHb [12A Kay. 11 10 770
OueHka pucka paka npefcrarternbHoii xenesbl MNpocrta-
22.8.A16 A09.28.087.001 Tect 2.0 (akcnpeccusa PCA3, BbiSiBNEHNE XMMEPHOrO reHa [12a Kor. 7 6 935
TMPRSS2-ERG)
Onpepgenenne mytauuin B reHax BRCA1, BRCA2, PALB2,
22.8.A28 A27.05.040.009 ATM, CHEK?2 meToriom NGS (seHoaHasi Kposb) 12A Kau. 30 47 930
NMonHoreHoMHoe cekBeHUpoBaHue metogom NGS
22 6.A12 A27.05.061.015 MonHoe cekBeHMpoBaHWe reHoma abopTtyca «PepTyc» 128 Kau. 5% 140 99 800
(BOpCHHbBI XOpWOHa/TKaH Nnoga)
22 9. A4 A27.05.061.001 Kﬂpo(j';c;e cekBeHvpoBaHue reHoma GenomeUNI (BeHO3Has 12A Kau. 59% 140 99 999
22.9.A3 A27.05.061.002 [MonHoe cekBeHMpPOBaHWE 3K30Ma (BEHO3HAs KPOBb) 12A Kay. 100 43 155
22.9.A2 A27.05.061.003 KnuHuyeckoe cekBeHNpoBaHme 3k3oMa (BEHO3Has KpoBb) |12A Kau. 100 42 105
229 A1 A27 05.061.016 KCpeQK:SHVIpOBaHMe MMTOXOHAPWANLHOTO reHoma (BeHosHas |, Kau. 100 36 840
22 9.A9 A27.05.061.025 CKPUWHWHI Ha HacneacTBeHHble 3aboneBanns, 2500 reHoB 12A Kau. 59% 100 34 550
(BEHO3HasA KpOBb)
22 9.A11 A27.05.061.026 Marenb "3aboneBaHnsi coeanHUTENBHON TKaHK 12A Kau. 100 36 840
(BeHO3Hasi KpoBb)
229 A19 A27 05.061.014 MaHenb "HacneacTtBeHHble anunencum” (BEHO3Has KpoBb) 12 ‘au. 100 36 840
22.9.A12 A27.05.061.027 Marenb "HacneacTBeHHasi TYroyxocTb" (BeHO3Hasi KpoBb) |12A Kau. 100 36 840
22 9.A20 A27.05.061.028 MaHenb "HelpoaereHepaTvBHble 3aboneBaHus 128 Kau. 100 36 840
(BEHO3Has KpOBb)
22.9.A22 A27.05.061.024 Mepamikibiit IMMYHOREDULIAT U HACTIGACTBEHHbIC 124 Kau. 100 36 840
aHemun" (BeHO3Has KPOBb)
229 A23 A27 05.061.029 KI'IpaOHBebJ;b YMCTBEHHas OTCTANoCTL U ayTuaMm" (BeHO3Has | Kau. 100 36 840
229 A17 B03.006.004.002 Marenb "HacneacTBeHHble HapylueHns obmeHa BelecTs 55,124 Kau. 100 36 840
(BeHO3Hast KpoBb)
22 9.A21 A27.05.061.030 KI'IpaoHBebJ;b HepBHO-MbileYHbIe 3aboneBaHns” (BeHO3Has 12a Kau. 100 36 840
22.9.A13 A27.05.061.031 KﬂpaoHBir)lb HacnepncTeeHHble 3aboneBaHusi rnas" (BeHo3Hasi 12A Kau. 100 36 840
22 9.A15 A27.05.061.032 MaHenb "HacneacTtBeHHble 3aboneBaHns Moyex 12a Kau. 100 36 840
(BEHO3Has KpOBb)
MaHenb "HacneacTtBeHHble 3aboneBaHns cepaua,
22.9.A16 A27.05.061.033 BKITIOYAS KAPAMOMMONATN" (BEHO3HAS KDOBL) 124 Kau. 100 36 840
22.9.A18 A27.05.061.034 Hacne,quBeHHble HaPYLLEHNS PENPOAYKTMBHON 56, 12A Kau. 100 36 840
cuctemMbl" (BEHO3Has KPOBb)
22 9.A14 A27.05.061.035 MaHenb "HacneacTteeHHble 3aboneBaHns XKKT 55,120 Kau. 100 36 840
(BeHO3Hast KpoBb)
22.9.A25 A27.30.218 MepBuYHbIE AaHHbIe CEKBEHNPOBaHUA B hopmaTe 12A 5% 9 3450
FASTQ (FeHomepn)
* Ycnyra HasHa4aeTcs TOfbKO NMOCHe BbIMNOSHEHNUS
* naHernel HacneACTBEHHbIX 3a60neBaHuii 1
NOMHOrEHOMHbIX UCCNEeA0BaHUI UM BMECTE C HAMM
CKPUHWHI Ha HOCUTENbCTBO HacneACTBEHHbIX
22.9.A26 A27.30.219 peLeccuBHbIX 3aboneBaHui Carrier Seq, 418 reHos, First |12A 128 Kay. 5% 42 37 270
Genetics
NGS-naHenb Aytnam Genetico, uccnegoBaHvie
22.9.A27 A27.05.061.036 konunyectea CGG nosTopoB B reHe FMR1, 6e3 Bblgaun 12A Kau. 52 73 600
CbIpbIX A@HHbIX
22 9.A29 A27 .30.478.012 MepBuyHbIE AaHHblE cekBeHMpoBaHus B dpopmaTte FASTQ 12A Kau. 9 50
(CeHoTek)
22.9.A33 A27.30.478.011 nepBI/I‘:{Hble AaHHble CekBeHNpoBaHus B choopmate FASTQ|, Kau. 17 22 885
(Genetico)
OHKoreHeTu4eckuit aHanu3. MNosHoe cekBeHMpoBaHue
22.9.A34 A27.30.492 3K30Ma M aHanu3 naHenu "HacneacTBeHHbIN pak” 12A Kau. 52 64 735
(JTabopaTopusi reHoMuku MporoBckoro yHuBepcuteTa)
[MonHoe cekBeHMpOBaHWe 3Kk30Ma Ha OCHOBaHWK
22.9.A35 A27.30.493 HanpaBuTenbHOro AnarHo3a (flabopatopusi reHOMUKK 12A Kau. 52 61 500
nporoeckoro yHnsepcuteTa)
[peKoHUENUMOHHBIV CKPUHUHT. [1onHOe cekBeHMpoBaHMe
22.9.A36 A27.30.491 3K30Ma 1 OfpefeneHe HoCUTENbCTBA HACTIeACTBEHHbIX |, Kau. 52 61 500
3aboneBaHuii (NlabopaTtopusi reHomMuku Muporoeckoro
yHuBepcuTeTa)
22 9.A37 A27.30.478.013 MepBuYHbIE AaHHbIE cekBeHMpoBaHus B dhopmaTte FASTQ 12A — 9 50
(JTabopaTopusi reHoMuku MporoBckoro yHuBepcuTeTa)
22.1.A29 A27.05.061.023 CKPUHWHT Havl-:'OCVITerIbVC"!'BO HacneacTBEHHbIX 128, 124 Kau. 5% 17 8 050
3aboneBaHuii "Ba3osbli" (TeHomen)
MonekynsipHo-reHeTu4Yeckoe UccneaoBaHue npu
22.1.A37 A27.05.061.041 cemeliHon runepxonectepmHemun (reHsl LDLR, APOB, 12A, 12 Kau. 32 28 500

PCSK9, LDLRAP1) metogom NGS

Crpanuua 40 us 44




22.9.A31

A27.05.061.040

'eHom ®epT - AMarHoCTVKa reHeTUYECKX NPUYMH
6ecnnoaunst y Myx4mH u xeHwWwwH (FeHomen)

Kau.

140

86 250

22.11.A1

A27.05.061.037

Kapauo-naHenb Genetico, 6e3 Bblgauun CbipbIX AaHHbIX

12A

Kau.

52

59 800

22.14.A1

B03.006.004.001

NGS-naHenb BonesHn obmena Bewects Genetico, 6e3
BbIA4M CbIpbIX AaHHbIX

12A

Kau.

52

59 800

HeunHBa3uBHbIN npeHaTtanbHbIi JHK-Tect

26.2.A6

A27.20.001.002

HWMNT T21 (TeHomMeA): CKPUHMHE 21 XpOMOCOMBI,
cvHgpoma [layHa (uccnegoBaTenbCKMin OTHET)

56(2), 12B

Kau.

5%

14

19 535

26.2.A8

A27.20.001.003

HWNT cranpapTHas naHenb (FeHomen): CKpUHWUHT
xpomocom 13, 18, 21, MoHocomus/Tpucomms X, c-M
KnanHdenbTepal/c-m Ixenkobea (Akobea)
(MccnepoBaTenbCkuii OTYET)

12B, 56(2)

Kau.

5%

14

26 450

26.2.A9

A27.20.001.029

HWNT pacwupeHHas naHenb (FfeHoMen): CKPUHUHT
xpomocom 13, 18, 21, X, Y, Mukpoaeneumn y nnoaa,
HOCUTENbLCTBO rEHOB HAaCNEACTBEHHbIX 3aboneBaHuii y
Martepu (uccnegoBaTenbCKUM OTHET)

12B, 56(2)

Kau.

5%

14

39100

26.2.A11

A27.20.001.012

HWMC First test 21 (First Genetics): CKpUHUHT XpOMOCOMBI
21 (nccnepoBaTenbCKUn OTYET)

56(2), 128

Kau.

5%

14

19 535

26.2.A12

A27.20.001.014

HWMC First test light (First Genetics): ckpyHUHT XpOMOCOM
13, 18, 21 (nccnepgoBaTenbCKUA OTHET)

56(2), 12B

Kau.

5%

14

22 500

26.2.A13

A27.20.001.013

HWMC First test medium (First Genetics): ckpuHuHr
XPOMOCOMbI 21; MOHOCOMUSI/TpUcoMust X; C-M
KnaitHdenbTepa; c-m Dxeinkobea (Akobea); XXYY
(vccnepoBaTenbCkuii OTYET)

12B, 56(2)

Kau.

5%

14

23 250

26.2.A14

A27.20.001.015

HWIC First test (First Genetics): ckpuHUHT xpomocom 13,
18, 21; MoHocomus /Tpucomms X; c-Mm KnaiHdenbTtepa; c-
M [xenkobea (Akobea); XXYY (nccneposartensckuin
oTyerT)

56(2), 12B

Kau.

5%

14

26 450

26.2.A15

A27.20.001.026

HUMT 6a3oBas naHenb (FeHomen): CKPUHMHE XPOMOCOM
13, 18, 21 (uccnepgoBaTenbCKUA OTHET)

12B, 56(2)

Kau.

5%

14

21850

26.2.A16

A27.20.001.031

HWMT akcnepTtHas naHenb (FeHoMen): CKPUHWHT BCeX
XPOMOCOM NIoAa, PACLLUMPEHHbIA CKPUHWHT Ha
MuKpoaeneummn y nroaa (31 cuHAPOM), HOCUTENBLCTBO
reHOB HacneACTBEHHbIX 3abonesaHuii y matepu
(nccnepoBaTenbCKUii OTHET)

12B

Kau.

5%

14

46 000

26.3.A1

A27.20.001.007

Onpepgenexne nona nnoga (BbisiBreHne gpparmeHToB Y-
XPOMOCOMbI M11ofa No KpoBW mMaTtepu)

56(2), 12B

Kau.

5%

13

8 550

26.3.A2

A27.20.001.005

OnpepeneHue pesyc-haktopa nnoaa (BbiBNeHNe reHa
RHD nnopa no kpoBu martepw)

Tsaxenble MeTannbl u MUKPO3JieMeHThbI CbIBOPOTKU

12B, 56(2)

Kau.

XUMUKO-TOKCUKONOIrMYECKME UCCNEAQOBAHUA

5%

14

9150

KomnnekcHbIi aHan13 KpoBU Ha Hanmyme TsHKENbIX
MeTannoB 1 MUKpoanemeHToB 23 nokasatens (Li, B, Na,

50.0.H153 A09.05.242.009 Mg, Al, Si, K, Ca, Ti, Cr, Mn, Fe, Co, Ni, Cu, Zn, As, Se, 1 Kon. 7 4590

Mo, Cd, Sb, Hg, Pb), cnektpomeTpus
23.1.A10 A09.05.265.001 Bop B kpoBu, cnekTpomeTpus (B) 11 Kon. 6 1060
23.1.A1 A09.05.242.010 Hatpwii B kpoBu, cnektpomeTtpusi (Na) 1" Kon. 6 1060
23.1.A5 A09.05.242.011 Marnuii B kpoBu, cnektpomeTpust (Mg) 11 Kon. 6 1060
23.1.A11 A09.05.266.001 AnOMUHKIA B KpoBU, cnekTpomeTpus (Al) 1" Kon. 6 1060
23.1.A12 A09.05.267.001 KpemHui B kpoBM, cnektpomeTpus (Si) 11 Kon. 6 1060
23.1.A2 A09.05.242.012 Kanwuii B kpou, cnektpomeTpus (K) 1" Kon. 6 1060
23.1.A3 A09.05.242.013 Kanbuui B kpoBu, cnektpomeTpus (Ca) 11 Kon. 6 1060
23.1.A13 A09.05.268.001 TwuTaH B kpoBW, cnektpomeTtpusi (Ti) 1" Kon. 6 1060
23.1.A14 A09.05.269.001 Xpom B KpoBu, cnekTpomeTpus (Cr) 11 Kon. 6 1060
23.1.A15 A09.05.270.001 MapraHel B kpoBw, cnektpomeTpusi (Mn) 1" Kon. 6 1060
23.1.A4 A09.05.242.014 >Keneso B kpoBw, cnektpomeTpusi (Fe) 11 Kon. 6 1060
23.1.A16 A09.05.271.001 KoGanbT B kpoBW, cnektpometpusi (Co) 1" Kon. 6 1060
23.1.A17 A09.05.272.001 Hukenb B kpoBu, cnektpomeTpus (Ni) 11 Kon. 6 1060
23.1.A8 A09.05.273.001 Megb B kpoBW, cnektpomeTtpusi (Cu) 1" Kon. 6 1060
23.1.A7 A09.05.274.001 LIvHK B KpoBW, cnekTpomeTpusi (Zn) 11 Kon. 6 1060
23.1.A18 A09.05.275.001 MbILbsiK B KPOBU, criekTpomeTpust (As) 1" Kon. 6 1060
23.1.A19 A09.05.276.001 CeneH B KpoBM, cnekTpoMeTpus (Se) 11,57 Kon. 6 1060
23.1.A20 A09.05.277.001 MonubaeH B kpoBu, cnektpomeTpus (Mo) 1" Kon. 6 1060
23.1.A21 A09.05.278.001 Kagmui B kpoBu, cnektpomeTpus (Cd) 11 Kon. 6 1060
23.1.A22 A09.05.279.001 Cypbma B KpoBW, cnektpomeTpus (Sb) 11 Kon. 6 1060
23.1.A23 A09.05.280.001 PTyTb B KpOBM, cnekTpomeTpus (Hg) 11 Kon. 6 1060
23.1.A24 A09.05.281.001 CsuHel B KpoBW, cnektpomeTpus (Pb) 11 Kon. 6 1060
23.1.A25 A09.05.117.001 Won B kpoBu, cnektpomeTpus (1) 11 Kon. 6 1060
23.1.D1 A09.05.086.001 JlnTuii B kposm (Lvi), cneKkTpoMeTpus (BKNovas nuTnn " Kon. 6 1060

TepaneBTUYECKnin)

Tsaxenble MeTansbl 1 MMKPO3NEMEHTbI MO4U

KomnnekcHbI aHanma Ha Hanuyme TAXENbIX MeTanmnos 1

MukpoanemeHToB 23 nokasatens (Li, B, Na, Mg, Al, Si, K,
50.0.H154 A09.28.060.001.002 Ca,?l'i, Cr. Mn, Fe, Co, Ni. Cu, Zn,(As, Se. Mo,ng, Sb, 1" Kon. 6 4 590

Hg, Pb) B pa3oBo nopumm Mo4un, CnekTpoMeTpums
23.3.A9 A09.28.060.008 JInTvin B pa3oBoi nopumun Moun, cnektpometpus (Li) 11 Kon. 7 1060
23.3.A10 A09.28.070.001 Bop B pa3oBow nopumn Moyn, cnektpomeTpus (B) 11 Kon. 6 1060
23.3.A1 A09.28.060.003 Hatpwuii B pa3oBoii nopumm moyu, cnektpomeTpus (Na) 11 Kon. 7 1060
23.3.A5 A09.28.060.004 MarHuii B pasoBoi nopuum moyu, cnektpometpus (Mg) 11 Kon. 7 1060
23.3.A11 A09.28.071.001 AnIOMUHWIA B pa3oBOW MopumMu Mouu, cnektpometpust (Al) |11 Kon. 7 1060
23.3.A12 A09.28.072.001 KpeMHui1 B pa3oBow NopLmmn Moyu, cnektpomeTpus (Si) |11 Kon. 7 1060
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23.3.A2 A09.28.060.005 Kanui B pa3oBoii nopumn Moy, cnektpomeTpust (K) 11 Kor. 7 1060
23.3.A3 A09.28.060.006 Kanbuuii B pa3oBoy nopuuu Moy, cnektpomeTpusi (Ca) |11 Kon. 7 1060
23.3.A13 A09.28.073.001 TutaH B pa3oBoi nopummn mouu, cnekrpomeTtpust (Ti) 11 Kor. 7 1060
23.3.A25 A09.28.065 Wopn B pa3oBoit nopunn moum, cnektpometpus (1) 11 Kon. 7 1315
23.3.A14 A09.28.074.001 Xpom B pa3oBoi nopumun mo4u, cnektpometpust (Cr) 11 Kor. 7 1060
23.3.A15 A09.28.075.001 MapraHeL B pa3oBoi nopuum mouu, cnekrpometpus (Mn) |11 Kon. 7 1060
23.3.A4 A09.28.060.007 >Keneso B pa3oBoi nopummn mMouu, cnektpomeTtpus (Fe) 11 Kor. 7 1060
23.3.A16 A09.28.076.001 KobanbT B pa3oBoi nopumm mo4u, cnekrpometpus (Co) |11 Kon. 7 1060
23.3.A17 A09.28.077.001 Hvikenb B pa3oBoi nopummn mouu, cnektpomeTtpus (Ni) 11 Kor. 7 1060
23.3.A8 A09.28.078.001 Megpb, cyToyHas akckpeuusi, cnektpomeTpus (Cu) 11 Kon. 7 1060
23.3.A7 A09.28.079.001 LIVHK B pa3oBoi NopLmn Mo4u, cnektpomMeTpus (Zn) 11 Kor. 7 1060
23.3.A18 A09.28.080.001 MbIWbsiK B pa3oBoy nopuuy Moyu, cnektpometpus (As) |11 Kon. 7 1060
23.3.A19 A09.28.081.001 CeneH B pa3oBoii NOPLMN MOYN, CNIEKTPOMETpUsS (Se) 11 Kor. 7 1060
23.3.A20 A09.28.082.001 Monn6aeH B pa3oBoi nopumu mouu, cnektpomeTtpusi (Mo) |11 Kon. 7 1060
23.3.A21 A09.28.083.001 Kagmuin B pazoBovi nopuum Moy, cnektpomeTpusi (Cd) 11 Kor. 7 1060
23.3.A22 A09.28.084.001 CypbMma B pa3oBoi nopumm Mo4u, cnekrpoMmetpus (Sb) 11 Kon. 7 1060
23.3.A23 A09.28.085.001 PTyTb B pa3oBoi nopummn mo4u, cnektpomeTtpus (Hg) 11 Kor. 7 1060
23.3.A24 A09.28.061.001 CBvHeL, B pa3oBoi nopummn mMo4u, cnektpomeTpus (Pb) 11 Kon. 8 1060
Tsxenble MeTannbl 1 MUKPO3NIeMeHTbI BONOC
KomnnekcHbIn aHanna BONOC Ha Hanuyme TSHXENbIX
MeTannoe n mukpoanemeHtos 23 nokasatens (Li, B, Na,
50.0.H155 £09.01.007.001.001 | Y HEIRP ! Caf’Ti‘ Cr Mn. Fe, Co. Ni. Cur Zr(1, A So. | Ko 7 4590
Mo, Cd, Sb, Hg, Pb), cnektpomeTpus
23.2.A9 A09.01.007.001.002 [JInTuni B BONocax, cnekrpometpust (Li) 11 Kon. 7 1060
23.2.A10 A09.01.011.001 Bop B Bonocax, cnekrpometpus (B) 1 Kof. 6 1060
23.2.A1 A09.01.007.001.003 [HaTpwuii B Borocax, cnektpometpusi (Na) 1 Kon. 7 1060
23.2.A5 A09.01.007.001.004 |MarHuii B Bonocax, cnekrpomeTtpusi (Mg) 1 Kof. 7 1060
23.2.A11 A09.01.012.001 AnoMuHKIA B Bonocax, cnektpomeTpus (Al) 11 Kon. 7 1060
23.2.A12 A09.01.013.001 KpemHuin B Bonocax, cnekrpomeTpus (Si) 1 Kof. 7 1060
23.2.A2 A09.01.007.001.005 |Kanwuit B Bonocax, cnektpomeTpust (K) 11 Kon. 7 1060
23.2.A3 A09.01.007.001.006 |Kanbuuii B Bonocax, cnekrpometpus (Ca) 1 Kof. 7 1060
23.2.A13 A09.01.014.001 TwuTaH B Bonocax, cnekrpometpusi (Ti) 1 Kon. 7 1060
23.2.A14 A09.01.015.001 Xpowm B Bornocax, cnekrpometpus (Cr) 1 Kof. 7 1060
23.2.A15 A09.01.016.001 MapraHel B Bonocax, cnektpomeTtpusi (Mn) 11 Kon. 7 1060
23.2.A4 A09.01.007.001.007 |[XXeneso B Bonocax, cnekrpometpusi (Fe) 1 Kof. 7 1060
23.2.A16 A09.01.017.001 Ko6anbT B Bonocax, cnekrpometpusi (Co) 11 Kon. 7 1060
23.2.A17 A09.01.018.001 Hukenb B Bonocax, cnektpomeTpus (Ni) 1 Kof. 7 1060
23.2.A8 A09.01.019.001 Megb B Bonocax, cnekrpometpusi (Cu) 1 Kon. 7 1060
23.2.A7 A09.01.020.001 LinHk B Bonocax, cnektpomeTpust (Zn) 1 Kof. 7 1060
23.2.A18 A09.01.021.001 MblLwbsik B BOrocax, cnekrpometpust (As) 11 Kon. 7 1060
23.2.A19 A09.01.022.001 CeneH B Bornocax, cnekrpometpus (Se) 1 Kof. 7 1060
23.2.A20 A09.01.023.001 MonunbaeH B Bonocax, cnekrpomeTpus (Mo) 11 Kon. 7 1060
23.2.A21 A09.01.024.001 Kagmui B Bonocax, cnektpomeTtpus (Cd) 11 Kon. 7 1060
23.2.A22 A09.01.025.001 CypbMa B Borocax, cnekrpometpusi (Sb) 1" Kon. 7 1060
23.2.A23 A09.01.026.001 PTyTb B Bonocax, cnektpomeTpus (Hg) 11 Kon. 7 1060
23.2.A24 A09.01.027.001 CBuHeL, B Borocax, cnekrpomeTpusi (Pb) 11 Kon. 7 1060
BuTaMuHbI, XXUPHbIE KUCNOTbI
4.9.A1.201 A12.06.060.002 ButamuH A (petuHon), BOXKX-MC 11,57 Kon. 5 2850
4.9.A2.202 A12.06.060.009 ButamuH B1 (Tvamun-nupodocdat), BOXX-MC 11 Kon. 5 2850
4.9.A13 A12.06.060.010 ButamuH B2 (pubodnasuH), BOXXX-MC 1" Kon. 6 2850
4.9.A12 A12.06.060.011 ButamuH B3 (HnauuH), BOXXX-MC 1 Kon. 6 2 850
4.9.A3.202 A12.06.060.012 ButamuH B5 (naHToTeHoBas kucnota), BOXKX-MC 1" Kon. 5 2850
4.9.A4.202 A12.06.060.003 ButamuH B6 (nupugokcanb-5-gpoccpar), BOXKX-MC 11,57 Kon. 5 2850
4.9.A14 A12.06.060.016 ButamuH B7 (61oTtuH), BOXKX-MC 1" Kon. 5 2850
11, 56, 57, TOM-100(A), 1,
4.9.A5.201 A09.05.080 ButamuH B9 (dhonuneas kucnora) igmggm, TOM-100(K),  |KOM. 1 1030
4.9.A6.201 A12.06.060 Butamud B12 (umaHokobanamumH) 156(1?,”{;310-'130?% ¥ M kon, 1 1395
4.8.A6 A12.06.060.015 ButamuH B12, akTuBHbIV (xonoTpaHckobanamumH) 11 Kon. 1 3205
4.9.A7.204 A12.06.060.004 ButamuH C (ackop6uHoBas kucnota), BOXKX-MC 1" KOI. 5 2550
4.9.A8.201 A09.05.235 25-OH ButamuH D, XINA, cymmapHbIi (kansumdepon) i;ob:%ba?ﬁé%gg&' 55, |KOM. 1 1780
KomnnekcHbIn aHanna KpoBu Ha BUTamMuHbl rpynnel D (25-
23.4.D3 A09.05.235.005 OH D2/ 25-OH D3/ 1,25-OH D3/ 24,25-OH D3), BOXX-  [11.55 Kon. 6 8 655
MC
23.4.A18 A09.05.235.004 | 20OH BuTamMr D, BIKX MC, cymmapHeii 55,11 kon. 6 3245
(kanbumndepon)
23.4.A14 A09.05.221.002 '1\/,|é5-,cw|rmnpOKcmxoneKanbumq)epon BuTamuH D3, BOXX- .55 von. 6 2955
23.4.A15 A09.05.235.002 25-rngpokcumaprokansumgepon Butamud D2, BOXXX-MC  [11.55 Kon. 6 2955
23.4.A16 A09.05.235.003 25-rngpokcmxonekanbumdgepon sutammd D3, BOXX-MC |11, 55 Kon. 6 2955
4.9.A9.201 A12.06.060.005 ButamuH E (anbda-Tokodepon) B kposu, BOXX-MC 11 Kon. 5 2550
4.9.A10.201 A12.06.060.006 ButamuH K (dmnnoxmHoH), BOXX-MC 11 Kon. 6 2 550
MonuHeHacekILweHHbIe XupHble kncnoTel (XKK) cemencrea
Owmera-3: gokosarekcaeHosas (DHA),
4.9.01.900 ?03.016.017.003.00 aliko3aneHTaeHoBasi (EPA) - B LienbHol KpoBu » von. 5 6 660

(MeMBpaHHbIf, NUNoNPOTENaHbI U cBOBOAHO-
JKMPHOKUCMOTHBIN Nynbl). ButamuH E (anbga-tokodepon)
B kpoBu, MX/BIXKX-MC
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Onpepenenve Omera-3 nHaekca (oueHKa pucka
BHE3aMHOWM cepaeYvHon cMepTH, MHdapKTa MMokapaa u
4.9.D3 A09.05.264.001.001 | 1o Cepneffo_cocymmzlx 3a6$1epBaHMﬁ " Mxpn 11 Kon. 5 7 490
ocrnoxHenun), MNX
Anann3 Omera-3 XMPHbIX KUCINOT B CbIBOPOTKE KPOBU:
4.9.D25 B03.016.017.004 TNMHONEHOBAas, 31Ko3aneHTaeHoBas!, JoKo3arneHTaeHoBas, |11 Kon. 6 8750
nokosarekcaeHoasi, Omera-3 nHgekc, N'X
MonuHeHachbIWweHHbIe XupHble kncnoTbl (XKK) cemerictBa
Owmera-6: nuHonesas (LA), ramma-nuHoneHosas (GLA),
4.9.D2.202 B03.016.017.001  |apaxupoHosas (AA) KUCNOTbI - B LIENbHO KPOBM 1 Kor. 5 11 880
(MemBpaHHbI, NMNONPOTENAHBIA U cBOBOAHO-
KUPHOKUCIOTHBIN nynbl), MX
OKcuaaTMBHbIA CTpecc
23.4.A19 A12.06.060.021 Beta-kapotuH (nposutamuH A), BOXKX 11 Kor. 7 3705
4.9.A11 A09.05.239.001 [nyTaTnoH-nepokcnaasa B apuTpoumTax 11 Kon. 6 5590
OkcuaaTuBHBIN cTpecc (7 nokasaTenemn): ManoHOBbIN
nanbaerva, kosHanum Q10 obwunii (YOUXMHOH), BUTaMUH
4.9.D6.900 203'016'017'001'00 g (anbﬁ)a-'gkomepon), BMTaMII;IuH C,O;MTaMMH ,)A Geta- 11 Kon. 7 19 705
KapoTWH (TpaHc-chopma), rnyTaTUoH CBOGOAHbBIN
(BoccTaHoBneHHbIN, GSH) B kpoBu, BOXX
23.4.A17 A09.05.192 ManoHoBbIi anansaerng, BOXX 1 KOn. 7 4 955
23.5.A1 A09.05.259.001 nyTaTnoH cBo6oaHbI (BoccTaHOBMNEHHbIN, GSH) B » von. 7 4295
KpoBu, BOXKX
23.5.A2 A09.05.258 KoaHanm Q10 obwmin (ybuxmnHoH) B kpou, BOXKX 1 KOf. 7 4900
AMMWHOKUCNOTbI U auMNKapHUTUHbBI
L-kapHUTUH 0BLLMI 1 cBOBOAHBIV B Pa3oBOI Nopummn
4.10.H2.401 A09.05.263.001.001 Moq;” BS)KX-I\TC A P pu 1 kon. 6 4835
KomnnekcHbIN aHanns KpoBW Ha aMMHOKMCNOTHI (48
23.6.D2 B03016.019.004 | 00 BS)KX-MpC ( 1 Ko 7 10 165
4.10.A2.202 A09.05.261.001.001 |L-kapHUTUH cBOBOAHbIN B KpoBu, BOXKX-MC 1 KOn. 6 3705
B03.016.019.001.00 |AUMNKapHUTUHBLI B KpoBw (15 nokasaTenen) Aonsa nu
23.5.D1 1 C‘II'-‘aleJep18 ner, B:B)?(X-M(C yamn Kon. 8 4050
KomnnekcHbI aHanus KpoBM Ha aMUHOKUCNOTHI (12
nokasatenen: AnaHuH, AprmHuH, AcnaparmHosas
4.10.D1.202 203'016'025'001'00 kucnota, Lutpynnuu, MmyrtamuHosas kucnota, MmuuuH, |1 Kon. 6 5100
MeTnoHuH, OpHUTUH, DeHunanaHuH, Tupo3uH, BanuH,
TNeviumH/U3onenuuH), BOXXX-MC
MeTabonutbl U X NPOM3BOAHbLIE
18.1.A9.201 |A09.05.229.001 |aneBop|-,qquV|uMTHbu7| TpaHcdeppuH (CDT), kpoBb 11 Kon. 10 5525
JlekapcTBEHHbIA MOHUTOPUHT
18.2.A21 A09.05.035.031 Oseponumyc, BOXXX-MC 11 Kon. 6 3835
18.2.A12.201 A09.05.035.004 LinknocnopuH 1 Kof. 8 3 835
18.2.A19.202 A09.05.035.010 Takponumyc 11 Kon. 4 3835
18.2.A15.201 A09.05.035.033 BankomuumH, BOXX-MC 1 KOn. 6 3 835
18.2.A2.201 A09.05.035.005 PeHobapbuTan, M’X-MC 1" KOI. 8 4070
18.2.A3.201 A09.05.035.006 PuHnencuH (kapbamasenuH, Terpeton), BOXXX-MC 11 Kon. 5 4070
18.2.A4.201 A09.05.035.007 JlTamoTpnaxuHel (namukTan), BOXXX-MC 1" Kon. 5 4070
18.2.A6.201 A09.05.035.002 Banbnpoesas kucnota " Kon. 1 1735
18.2.A13.201 A09.05.035.008 JleBeTupauetam, BOXX-MC 1" KOI. 5 4070
18.2.A22 A09.05.035.009 Tonupamart (Tonamakc, TonanencuH, Topean), F'X-MC 11 Kon. 6 4070
18.2.A23 A09.05.035.032 Cuponumyc, BOXXX-MC 11 Kon. 6 3835
23.9.A2 A09.05.035.037 Mepamnaxen, BOXXX-MC 1 KOf. 4 3835
Okckap6asenuH (TpunenTan), akTUBHbIA MeTabonuT
23.9.A3 £09.05.035.039 nMKapgasenMH’ B(Sp)KX-M a ) 1 kon. 4 3835
23.9.A4 A09.05.035.040 Nakocamug, BOXXX-MC 1 KOf. 4 3835
23.9.A8 A09.05.035.041 3oHucamug, BOXX-MC " Kon. 4 3835
23.9.A9 A09.05.035.042 Or1ocykenmug, BOXX-MC 1 KOf. 4 3835
23.9.A10 A09.05.035.036 KnoHasenam, BOXXX-MC 11 Kon. 6 3835
*CunbHoAeWCTBYHOLWME U NCUXOTPOMNHbIE B-Ba
CKPWHWHT rpynn HapkoTu4eckux (kaHHabuonaos, kokauHa,
MOMA (akcTaswu), meTagoHa, MeTamdeTaM1HOB,
18.1.D1.401 A09.05.211.002 OnnaToB) 1 NCMXO0AKTUBHbIX BeLLECTB (amdeTamMnHOB, 1 Kau. 4 3580
6apbutypaTtoB, 6eH30aMa3ENMHOB, aHTUAENPECCAHTOB) B
pasoBon nopumm moun, XA
BbicokocneunuyHoe BbisIBIeHNE HapKOTUYECKUX U
18.1.D02.106 A09.01.007.002 NCVXOAKTUBHBIX BELLECTB, C X TOYHON MAEHTUdMKaUmen |11 Kau. 8 15 290
B Borocax, MN’X-MC
BbicokocneundunyHoe BbISIBNIEHNE HAPKOTUYECKMX
BellecTB, [MAB, HUKOTUHA, KOTUHMHA U ankorons, ¢ Ux
18.1.D3.401 A09.28.055.001.001 TOUHOW MAEHTUMKALMEN B Pa3oBOl NopLMM Moum, [X- " Kau. 8 5430
MC
18.1.A8.401 A09.28.059.004.001 |Ankoronb B pasoBon nopummn mouun, MX-NA0 1 Kon. 6 2 650
18.1.D1.202 A09.05.036.008.001 |OnpegeneHne ankorons B kKposu, X 11 Kon. 6 2775
*Pe3ynbTaTbl aHann3a He UMELOT PUONYECKON CUIbl 1
* He MoryT GbITb MCNONb30BaHbI Kak JoKa3aTensLCTBa B
cyne
[bixaTenbHble TeCTbI
23.7.D2 AO7.16.006.001 13C - ypeavsHbuZ ablxatenbHbi TecT (H. pylori) (BknovaeT oA Kau. 4 3655
pacxofHbl MmaTepvan)
BopopoaHo-mMeTaHoBbIV AbIxaTerbHbIA TECT C NaKTyno3omn
23.11.A1 A07.16.006.002 (CVIBP, cvHapom n3bblTo4HOro GakTepuansHOro pocta B 366, 368 TEKCT 6 2185
TOHKOW KMLLKE)
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23.11.A3

A07.16.006.004

BopopoaHo-MeTaHOBbIV AbIxaTenbHbIA TECT Ha
HenepeHOCUMOCTb NakTo3bl (JlakToTecT)

360, 36I"

KOJ.

1700

23.11.A4

A07.16.006.005

BopopoaHo-MeTaHOBbIV AblxaTerbHbI TECT Ha
HenepeHoCUMOCTb NakTo3bl (JlakToTecT) (BKknoYaeT
pacxofHbl MmaTepuvan)

360

KOn.

3045

23.11.D2

A07.16.006.003

BogopoaHo-mMeTaHOBbIV AblXaTenNbHbIN TECT C NAKTyNo30m
(CVBP, cvHapom n3bblTo4HOro 6akTepuansHoro pocta B
TOHKOW KuLLKe) (BKMIOYaeT pacxodHbln MaTepuman)

36B

TEeKCT

3955

I'Ipo'-l ne XMMUKO-TOKCUKOJIormyeckue nccnegoBaHus

18.1.D9

B03.045.024.001.00
1

BucdeHon A, TpuknosaH, 4-HOHUNGEHON (TOKCUHBI 13
nnacTtmacc, rmrMeHN4eckux CpecTB, MOKLLMX CPEACTB,
3MEeMeHTOB YNaKoBKW NPOAYKTOB NUTaHWS) B pa3oBoii
nopumn moun, NX-MC

Komnnekcbl

KOs

4390

KOMIMJIEKCHbIE JIABOPATOPHBIE UCCNEQOBAHUA

TOr-100, 55, 8, 57, 8(K),

BMY-tectom (ROCHE COBAS4800)

50.0.H120.900 B03.058.007 VHCynMHOpe3ncTeHTHOCTb TON1-100(A), 56, TOM- Kor. 725
100(T), TOM-100(K)
CKPUWHWHI paka Wenkn maTku, Ko-TectuposaHwue: MNATl-
50.0.H302 B03.027.015.004 TecT (kmakocTHas umTonorus) n Br4Y-tect 14 tunos, Temp(3), 4 npodunb 2735
KOMnmny.
CKPVHWHT paka ek maTku, ko-TecTupoBaHue: MAT-
50.0.H303 B03.027.015.005 TECT (>KMAKOCTHAsi LUTOMOrMS) U paclUMpeHHbI BMNY-TecT [Temp(3), 4 npodunb 4 505
21 T1N, Konuu.
CKPUHWHT paka LUenkn maTku, ko-tectuposaHue: MAT-
50.0.H379 B03.027.015.007 TecT (KnakocTHas uutonoruns) u BMY-tect (14 Tunos B4 |Temp(d), 4 npocusb 2735
BbICOKOTO KaHLIEPOreHHOro pucka), TUNMpoBaHue, Konmy.
KomnnekcHoe nccnegoBaHue: koakcnpeccus p16 n Ki67
152.A16 AA08.30.038.001 (CINtec PLUS) n xugkoctHas umntonorus (MAIN — tect) Ka. 11770
15.0.020.900 A08.20.017.002.003 CKPVHVHT paka LUeiku MaTkv ()KMOKOCTHas LMTonorust) ¢ on 4 Kau. 3795
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